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As many key determinants of UBC subtypes are de facto drug targets (Figure 1B), molecular 
subtypes will likely predict targeted treatment response. Subtype assessment should therefore 
be an integral part of future clinical and experimental trials. 
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Figure legend 
 
Figure 1. (A) Schematic representation of subtype classification overlaps in Aine et al. For each 
classification system, the subtype distribution is proportional to classification results. Overlaps 
between classification systems have been matched to approximate classification results. 
Subtype colors were obtained from the respective original publications. (B) Subtype associated 
differentially expressed genes categorized by transcription factors (TFs), tumor markers, and 
actionable targets. UNC = University of North Carolina; MDA = M.D. Anderson Cancer Center; 
TCGA = The Cancer Genome Atlas; UroA = Urobasal A; Genom. Unst. = Genomically Unstable; 
Inf. Epi. = Infiltrated Epithelial; Inf. Mes. = Infiltrated Mesenchymal; UroB = Urobasal B; Sc/Ne = 
Small cell/Neuroendocrine; TFs = Transcription factors.  
 
Take home message 
 
Comparative analysis showed that bladder cancer classification systems identify overlapping 
subtypes but at different levels. Muscle-invasive bladder cancer shows remarkable 
heterogeneity and six subtypes were identified that differ in transcriptional networks, marker 
profiles, and expression of actionable targets.  
 



 
 
 


