
LUND UNIVERSITY

PO Box 117
221 00 Lund
+46 46-222 00 00

Streptococcus pneumoniae infections before and after the introduction of a
conjugated pneumococcal vaccine

Littorin, Nils

2020

Document Version:
Publisher's PDF, also known as Version of record

Link to publication

Citation for published version (APA):
Littorin, N. (2020). Streptococcus pneumoniae infections before and after the introduction of a conjugated
pneumococcal vaccine. [Doctoral Thesis (compilation), Department of Translational Medicine]. Lund University,
Faculty of Medicine.

Total number of authors:
1

General rights
Unless other specific re-use rights are stated the following general rights apply:
Copyright and moral rights for the publications made accessible in the public portal are retained by the authors
and/or other copyright owners and it is a condition of accessing publications that users recognise and abide by the
legal requirements associated with these rights.
 • Users may download and print one copy of any publication from the public portal for the purpose of private study
or research.
 • You may not further distribute the material or use it for any profit-making activity or commercial gain
 • You may freely distribute the URL identifying the publication in the public portal

Read more about Creative commons licenses: https://creativecommons.org/licenses/
Take down policy
If you believe that this document breaches copyright please contact us providing details, and we will remove
access to the work immediately and investigate your claim.

https://portal.research.lu.se/en/publications/bae690cf-712c-471e-ae96-d71ba19f5a0b


N
ILS LIT

TO
R

IN 
 

Streptococcus pneum
oniae infections before and after the introduction of a conjugated pneum

ococcal vaccine 
 2020:74

Department of Translational Medicine

Lund University, Faculty of Medicine 
Doctoral Dissertation Series 2020:74

ISBN 978-91-7619-936-7
ISSN 1652-8220

Streptococcus pneumoniae infections 
before and after the introduction of 
a conjugated pneumococcal vaccine
NILS LITTORIN 

DEPARTMENT OF TRANSLATIONAL MEDICINE | LUND UNIVERSITY

Streptococcus pneumoniae has caused immense 
suffering and death throughout history of man. 
Research on the bacteria has led to some of the 
most astonishing scientific discoveries of modern 
medicine. In spite of effective treatments and 
vaccines, S.pneumoniae is still one of our biggest 
microbiological enemies. In this dissertation the 
effects of pneumococcal conjugated vaccines 
in Skåne is evaluated and new findings on the 
virulence of the bacteria is presented.
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Summary 
This thesis aims to evaluate vaccine effects on upper respiratory tract infections and 
to explore the virulence and immunogenicity of bacteria causing invasive 
pneumococcal disease (IPD) and pneumonia. The area of investigation is the county 
of Skåne, Sweden. 

S. pneumoniae is enveloped by a polysaccharide capsule that protects the bacteria 
from the human immune system and is considered to be its’ most important 
virulence factor. There are numerous variations in the chemical structure of the 
capsule, giving rise to over 90 known serotypes. 

Since 1983 a vaccine against Streptococcus pneumoniae intended for the elderly 
and immunocompromised has been available. Polysaccharide antigens from 23 
different capsules (serotypes) were included in the vaccine as target antigens. Due 
to its pure polysaccharide formula insufficient protective antibodies is elicited in 
infants. In 2000 a pneumococcal conjugated vaccine (PCV), immunogenic in 
children, was introduced in the USA and in 2009 in Sweden. It included antigen 
from seven serotypes conjugated to a diphteria-protein and proved to be effective in 
preventing Invasive pneumococcal disease (IPD). Since then, two vaccines of 
higher valency have been introduced and two others are being researched.  

The serotypes included in the vaccine were chosen due to their high incidences of  
IPD in the USA. However, whether serotypes differ in their capacity to cause severe 
disease, such as septic shock, is a debated issue. In the first Paper we investigate 
clinical outcome in 513 cases of IPD. Interestingly, we found that heavily 
encapsulated serotype 3 was associated to septic shock. Since vaccine effect against 
serotype 3 is poor this information is valuable in the evaluation of PCV. One reason 
for a poor vaccine effect could be the inability of certain serotypes to induce a 
functional antibody response. In some settings, related to repeated immunization 
with polysaccharides, such a hyporesponse has been reported. In Paper IV and V we 
explore the antibody response in patients naturally immunized by IPD and 
pneumonia. Our findings suggest that IPD in a majority of cases elicits a non-
functional antibody response and that serotype is an independent factor for this 
outcome. 

Abundant data has been published on the positive effects of PCV on IPD. However, 
the effect on URTI is less elucidated. Serotypes not included in the vaccine may 
occupy the vacant niche after eradication of vaccine-types. A phenomenon known 
as serotype replacement. In the the second and third papers upper respiratory tract 
isolates before and after the introduction of PCV were analyzed. Vaccine serotypes 
became less frequent. Non-vaccine serotypes increased in prevalence, a finding 
consistent with international reports. The finding of serotype replacement gave rise 
to the question of a potential replacement of vaccine type pneumococci with other 
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bacterial pathogens, also residing in the nasopharynx. In a 14-year observational 
study of nasopharyngeal cultures positive for three pathogens we found that all 
decreased substantially in prevalence. The sharpest decrease was found cultures 
with S. pneumoniae and M. catarrhalis co-colonization. In addition, we found 
positive associations in co-colonization between M. catarrhalis and S. pneumoniae 
serotypes included in the vaccine formulas, which may indicate that part of the M. 
catarrhalis reduction was related to the introduction of PCV. A novel finding that 
may be the impetus for future mechanistic studies. 
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Förenklad svensk sammanfattning 
Streptococcus pneumoniae (pneumokocker) är den vanligaste bakteriella orsaken 
till lunginflammation och öroninflammation och kan även leda till blodförgiftning 
(sepsis) och hjärnhinneinflammation (meningit). Pneumokocker har en skyddande 
kapsel som är uppbyggd av sockerkedjor. Kapselns kemiska struktur skiljer sig åt 
och ger upphov till över 90 kända kapseltyper. År 2009 infördes ett barnvaccin 
(PCV) mot pneumokocker i barnvaccinationsprogrammet. Barnvaccinet skyddar 
bara mot några av de vanligaste kapseltyperna. Denna avhandling har som syfte dels 
att undersöka hur PCV påverkar övre luftvägsinfektioner och dels undersöka vilka 
kapseltyper som orsakar allvarlig sepsis och hur patienters immunförsvar reagerar 
vid sådan sjukdom.   

Vi upptäckte att samtidigt som kapseltyper inkluderade i vaccinet minskade efter att 
vaccinet infördes så ökade kapseltyper som inte ingår. Denna kunskap är viktig för 
att utvärdera vaccinets effekt. Sedan undersökte vi om PCV kunde ha en effekt även 
på övre luftvägsinfektioner orsakade av andra bakterier än S. pneumoniae. I en 
observationsstudie över en 14-års period kunde vi påvisa att bakterien Moraxella 
Catarrhalis minskade i förekomst i bakteriekulturer från näshålan efter att vaccinet 
infördes. En viss minskning sågs också för bakterien Haemophilus influenzae, men 
när vi kontrollerade för totala antalet prov tagna före och efter PCV så var 
minskningen inte längre statistiskt signifikant. 

Sepsis är ett allvarligt tillstånd med hög dödlighet. I en undersökning av 
sjukdomsfall av pneumokocksepsis före införandet av vaccinet kunde vi visa att 
kapseltyp 3 orsakade mer allvarlig sepsis än andra kapseltyper. Samtidigt har vi 
kunnat visa att pneumokocksepsis för det mesta leder till ett svagt antikroppsvar i 
patienter som överlevt sjukdomen. Särskilt kapseltyp 3, tillsammans med vissa 
andra kapseltyper, gav oftare upphov till ett svagt antikroppsvar. Detta har inte 
tidigare visats och ger intressanta uppslag för vidare forskning. 

Sammantaget visar resultaten att efter pneumokockvaccinet införts har stora 
förändringar skett i förekomsten av pneumokocker och andra vanliga 
luftvägsbakterier. Våra data typer på att vissa kapseltyper är förenade med 
allvarligare sjukdom och ett sämre immunsvar.  
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Introduction 

Streptococcus pneumoniae in the history of man and 
microbiology 

In 1927 the proletarian author Ivar Lo-Johansson went to Northumberland in north-
east England to live among the English cole-miners. His purpose was to write about 
their lives. He spent many hours, day and night, in the dark shafts of the mines. His 
health deteriorated, his hair fell of, giving him the appearance of a rutabage. Finally, 
he lodged himself in the Sun’s hotel in Newcastle where he felt that he was dying. 
He was sweating, shaking in ague and had feverish dreams. At the same time he wrote 
about the interiors of the mine. He had to complete his work before dying. He prayed 
to God to recover. The hotel management had without his knowing sent word to a 
doctor, who diagnosed him with pneumonia and gave him a slim 5% chance of 
survival. After the doctor’s visit he felt at ease, praying again for comfort. He later 
managed to get dressed and embark on a freighter to Gothenburg. He was 
unconscious almost the whole voyage. Once in Stockholm, in fear of going to the 
hospital he rented a room but was kicked out because of the risk of contagion. Now 
he was forced to visit the Sabbatsberg hospital where he was urgently admitted. An 
x-ray was performed and he was told that he had contracted pneumonia that had 
progressed to an empyema. The x-ray also revealed two caverns, rests of tuberculosis 
he had contracted in his youth. Ivar Lo then spent time at a convalescence home in 
rural Dalarna, where he recovered. His book about coalminers was published a year 
later[1]. 

This dramatic episode in the life of one of Sweden’s foremost authors was likely 
caused by S. pneumoniae, the most common cause of community-acquired 
pneumonia, hence the name. Several aspects of pneumococcal disease are captured 
in the short story. The sudden onset of high fever, the severity of disease almost 
killing him and the empyema developed as a result of prolonged disease with no 
antibiotic treatment available at the time. Doctors then had little choice but to be 
fatalistic about deaths from pneumonia. Sir William Osler, sometimes called the 
father of modern medicine, a century ago famously called it a "friend of the aged" 
because it was seen as a swift, relatively painless way to die[2]. Ivar-Lo was not old 
at the time but the polluted air of the mines could give rise to a chronic inflammation 
in the lung-epithelial, making him more susceptible to bacterial infection. Poor 
people, living in crowded areas with unhealthy sanitary conditions and low access 
to health-care still today carry the main burden of disease from ”the captain of the 
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men of death”, yet another expression used by the witty Osler. The disease 
ultimately took Oslers own life. His final illness began with a cold that progressed 
to pneumonia caused by, in his words, "No. 3 pneumococcus & M. catarrhalis the 
organisms"[3]. 

S. pneumoniae has played an important role in the history of microbiology, medicine 
and science. Isolated simultaneously in 1821 by Louis Pasteur in France and in the 
United States by Sternberg it was named Diplococcus pneumoniae, because of its 
appearance in Gram-stained sputum. In 1974 it was renamed Streptococcus 
pneumoniae due to its growth in chains in liquid medium. In the 1880s the 
Klemperers, German scientists, showed that immunization with killed pneumococci 
protected rabbits against subsequent pneumococcal challenge and that protection 
could be transferred by infusing serum (“humoral” substance) from immunized 
rabbits into naïve recipients. This was the first unearthing of the humoral immune 
system and before the discovery of penicillin, serotherapy was used to treat 
pneumonia and sometimes even acute otitis media[4].  

Fred Neufeld revealed that the effect of the immunized serum from animals was on 
the pneumococci, facilitating phagocytosis (derived from Greek “to engulf”) by 
white blood cells. Neufeld made several important discoveries about the 
pneumococcus, such as the Quellung reaction in 1902[5]. The technique of using 
capsule specific antisera to cause the bacteria to swell, agglutinate and immobilize, 
is still today the Gold Standard for serotyping pneumococci[5]. Using this method, 
he was the first to describe the differentiation of pneumococci into serotypes. 
Neufeld´s findings were essential for the development of effective multivalent 
pneumococcal polysaccharide vaccines. However, the first attempt to prevent 
pneumococcal pneumonia was made through immunization with killed whole cell 
bacteria. In 1911, Wright and colleagues vaccinated South African coal miners 
which lowered their high incidences of pneumonia[4]. 

Avery and Heidelberger in 1923 published their findings on the “Soluble specific 
substance of Pneumococcus”, which they suggested consisted of carbohydrate 
which appeared to be a polysaccharide[6]. The type-specific pneumococcal antigens 
had thus been revealed, and following their report there were many efforts to 
develop a polysaccharide pneumococcal vaccine, all ending in failure. Success was 
not achieved until a clinical trial at a US Army military base in 1944[7]. But for 
many technical and practical reasons, the current pneumococcal vaccine for adults 
was not developed until the 1970s[8]. 

In their search to control pneumococcal pneumonia the scientists made one 
outstanding discovery: the function of DNA. In experiments in mice, Griffith had 
found that avirulent pneumococci lacking a capsule, could be made virulent and kill 
the mouse when coinoculated with a virulent strain killed by heat. Griffith 
concluded that that the live avirulent cocci had engulfed material from the heat-
killed virulent bacteria, a process that enabled expression of a novel carbohydrate 
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capsule. This observation, which he called transformation, intrigued Avery and 
collaborators and they set out to identify the chemical nature of the material. Their 
historic discovery of DNA as the transforming principle in 1943 was made in 
experiments on S. pneumoniae, combining the fields of microbiology, genetics and 
chemistry.  

Adding to the history of the pneumococcus, it was among the first bacteria to be 
treated with an antimicrobial agent, Optochin. The microbe was also among the first 
to develop antimicrobial resistance against such therapy. Early experiments that 
demonstrated antibiotic resistance was, as current pneumococcologists put it, 
”...premonitory for the remarkable resilience of bacteria, and S. pneumoniae in 
particular, that have evolved and adapted over many millions of years to subvert our 
efforts to control and eradicate them with antimicrobials and vaccines developed in 
the last 100 years.”[9] 

The need for more research 
Even though vaccines and antibiotics are effective in preventing and treating S. 
pneumoanie the microbe is still responsible for significant mortality and morbidity 
worldwide. One important question that remains unanswered is the effect of 
pneumococcal vaccines on other pathogens residing in the nasopharynx. Long term 
prevalence studies covering the period before and after vaccine of such bacteria as 
Moraxella catarrhalis and Haemophilus influenzae are scarce. Such surveillance is 
important to detect surges or decreases in infections related to PCV. Another 
essential field of research is serotype replacement. The increase in non-vaccine type 
pneumococci after the introduction of PCV is a well-known phenomenon. However, 
since the changes in serotypes differ widely over time and geographically, local 
studies are needed. The center of attention for the epidemiological work in this thesis 
is southeastern Skåne, the southernmost district in Sweden. It is known for its 
proximity to the continent and the residential center of Malmö for its multi-ethnic 
population. It has a fast growing population with a high proportion of pre-school 
children that constitute the main reservoir for pneumococcal colonization. This 
international, young and developing area provides an interesting challenge for 
epidemiological research. 

Very little research has been published on the effects of natural immunization 
through IPD or pneumonia on the immune response in humans. Is it possible that 
instead of triggering a strong antibody response, an episode of pneumococcal 
disease does the precise opposite? This vital question is the focus of the 
immunological research in this thesis. Finally, there is debate on whether serotypes 
are a risk factor for serious infections or not. Some researchers attest that host factors 
such as age and comorbidity are more important, whereas some studies on case 
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fatality suggest otherwise. It is imperative to know more about the virulence of 
serotypes responsible for IPD so that the most lethal ones can be included in future 
vaccine formulas. 
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Basic facts about Streptococcus 
pneumoniae 

Identifying S. pneumoniae 
Species of the Streptococcaceae family vary in color and shape and several 
members of the family may cause disease in humans, whereas others are commensal 
inhabitants of different body tissues. The gram-positive coccus Streptococcus 
pneumoniae is lancet-shaped and often appears in pairs (diplococcus) or chains 
(streptococcus). On blood agar the colonies are grey and glistering, surrounded by 
a subtle greenish α-hemolysis. The S. pneumoniae typically have depressions in 
their centres after overnight culturing and some serotypes may be mucoid due to 
abundant polysaccharide capsule production[10]. It is a fastidious facultative 
anaerobe that requires enriched growth media and elevated levels (5%) of CO2 for 
optimal growth[11]. The classical diagnostic identification of pneumococci is based 
on colony morphology (α-haemolysis and characteristic colonies), optochin 
sensitivity, and some biochemical activities, such as the lack of catalase production 
and bile solubility[11].  

Serotyping 
The chemical structure of the capsule antigen enveloping the bacteria provides the 
basis for differentiation into 94 serotypes[12]. Polyclonal antibodies from sera 
derived from rabbits immunized with S. pneumoniae is used in the standard method 
of serotyping. The classical method is observing the Quellung reaction in phase 
microscope but newer techniques include latex particles covered in sera for rapid 
and simple typing by agglutination visible for the eye[13]. Cross-reactive serotypes 
are categorized into a serogroup and given a letter (e.g. serotypes 6A, 6B, 6C within 
serogroup 6). 

A PCR method of serotyping was developed in the early 2000s with designed 
primers based on the sequences available for some of the most clinically relevant 
capsular types[14]. The PCR method is faster, cheaper and equally accurate 
compared to conventional serotyping, but only identifies a minority of serotypes. 
Non-encapsulated stains, often found in conjunctivitis, are not typeable by 
conventional methods and are sometimes referred to as non-typeable[15] 
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Genetic analysis 
Knowledge of the genetic relatedness of clinical isolates has gained in importance 
after the increase of non-vaccine serotypes following PCV and the emergence of 
antibiotic resistant clones spreading globally.  Tracking the emergence of multidrug 
resistant isolates and investigating the origins of newly defined serotypes can be 
performed by different methods such as Multi locus sequence typing (MLST) and 
Whole genome sequence analysis (WGS)[16,17].  

Virulence factors  
The pneumococcus produce a wide range of colonization and virulence factors 
important for survival and disease, several of which have been identified (Table 1). 
The capsule is considered the major virulence factor, as illustrated by the fact that 
virtually all clinical isolates are encapsulated and non-encapsulated strains are 
generally avirulent[15]. Protection from phagocytosis and facilitating colonization 
of the nasopharynx are features of the capsule that promotes survival and 
infection[18]. The capsule is made of oligosaccharide repeat units linked to the 
peptidoglycan of the cell wall. Some serotypes have a tendency to more often 
asymptomatically colonize the nasopharynx (e.g. 19F, 23F) while others are found 
to be carried less frequently (e.g. 1, 5) but are more often associated to invasive and 
mucosal disease[19]. The reason for this difference might be that strains prevalent 
in carriage express higher levels of the capsule and are more resistant to neutrophil-
mediated killing. These capsule structures have been suggested to be less metabolic 
demanding, enabling the bacteria to produce more and reside in the nasopharynx for 
longer periods of time [20]. The capsule interferes with the classical pathway by 
inhibiting complement opsonization as well as antibody to Fc-receptor interaction. 
In parallel, it prevents CRP deposition to the cell surface. In order to escape the 
mucociliary clearance in the airways, the pneumococcus upregulates the capsule 
production, which repels the negatively charged mucus[21]. When subsequently 
adhering to the epithelial cells the capsule expression is down-regulated and the 
expression of adherence molecules are up-regulated. The reduced amount of capsule 
facilitates epithelial contact and uptake of the bacteria[22].  

Another major virulence factor is pneumolysin, a cytolytic protein released during 
the log phase of bacterial growth. It has two major functions; lytic activity as it 
interacts with cholesterol in cell membranes to form large pores and complement 
activation. Pneumolysin triggers inflammation and is a major cause of lung tissue 
damage in pneumonia[23].  
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Table 1. A selection of virulence factors of S. pneumoniae important for adhesion, invasion and escaping host immunity. 

 

Gene transfer  
S. pneumoniae is a naturally competent organism. It has the ability to take up genetic 
material from its surroundings, from other pneumococci and even other bacterial 
species. This can be used to acquire virulence, and uptake of DNA is often induced 
in the exponential growth phase or under stress (antibiotic treatment, DNA 
damage)[34].  

Horizontal transfer of genetic material can substantially increase the heterogeneity 
of the pneumococcal gene pool. High levels of recombination, as has been described 
for clones that have undergone decades of evolution[35], ensure the success of a 
clone over the long term, as it is faced with environmental challenges such as 
antibiotics or vaccines. Even during a single episode of infection, horizontal gene 
transfer between pneumococcal strains has been observed [36]. An illustrative 
example of the importance of genetic variation is capsular switching. The 
pneumococcus has the ability to generate novel combinations of serotype and 
genomic backbone. The first recognized multidrug resistant clone carried the 
capsule 23F, included in PCV formulas. Following the introduction of PCV7 in the 
USA this sequence type escaped impediment by switching capsule to non-vaccine 
serotype 19A, which then became a major cause of disease[35]. Recently, the 
recombinant clone CC156, which before PCV7 carried a serotype 14 or 9V capsule, 
has emerged as serotype 11A[37].  

Virulence factor Molecule Proposed function Reference 
IgA protease Enzyme Cleavage of protective IgA 

antibodies 
[24,25] 

Hyaluronidase Enzyme Degrades connective tissue, 
aids bacterial spread and 
colonization. Promotes 
inflammation. 

[26] 

Neuraminidases Enzyme Cleave terminal sialic acids 
from glycoconjugates. 
Facilitates adhesion, 
colonization. 

[27] 

Pilus Protein Mediates binding to cells. [28] 
PspA Lipoprotein Choline binding protein. Inhibits 

complement deposition, blocks 
bactericidal activity of lactoferrin 

[29] 

PspC Lipoprotein Choline binding protein. Binds 
to Vitronectin and Factor H, 
inhibiting complement and 
promoting adhesion. 

[30] 

Hydrogen peroxide Chemical compound Celltoxic, pro invasive. Also 
used to kill other bacteria. 

[31,32] 

PsaA Lipoprotein ABC-transporter. Helps evade 
oxidative stress from host. 

[33] 
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Related upper airway bacterial pathogens 

Haemophilus influenzae 
In the 20th century Haemophilus influenzae type b (Hib), an encapsulated bacteria, 
was known to cause severe infections such as meningitis and epiglottitis in children. 
Since the introduction of a childhood vaccine against Hib, other types of H. 
influenzae, predominantly the unencapsulated and hence nontypeable H. influenzae 
(NTHi), have become increasingly common as opportunistic pathogens in the upper 
respiratory tract. The rod-shaped, gram negative bacteria share the propensity of S. 
pneumoniae to colonize the airway epithelia in children and resides most of the time 
in the nasopharynx without causing disease. However, in situations where the host 
immune system is weakened and the airway epithelia is disrupted H. influenzae can 
cause acute otitis media (AOM) in children and chronic obstructive pulmonary 
disease (COPD) exacerbations and pneumonia in adults[38]. Its’ a resilient 
colonizer of the airways and readily forms biofilms which is reflected in the 
chronicity of respiratory infections[39]. In children with recurrent and chronic otitis 
media H. influenzae the importance of biofilm formation has been highlighted in 
several reports [40,41].  

Since the introduction of PCV, H. influenzae has gained in relative importance to S. 
pneumoniae as cause of AOM[42]. H. influenzae frequently produces betalactamase 
and is resistant to Phenoxymethylpenicillin (PcV), an oral narrow spectrum 
penicillin used to treat URTI caused by S. pneumoniae. The incidence of betalactam 
resistant strains has increased in Sweden[43]. 

Moraxella catarrhalis 
Moraxella catarrhalis is Gram-negative, unencapsulated and expresses a type IV 
pili structure. It was previously discounted as a simple commensal organism with 
limited potential for pathogenesis. Now it is recognized as a respiratory pathogen 
causing AOM and sinusitis in children as well as lower respiratory tract infections 
in adults with underlying diseases. The bacterium rapidly colonizes the 
nasopharyngeal cavity soon after birth and is part of the nasopharyngeal 
microbiome described below[44]. 

After S. pneumoniae and H. influenzae it is the the third most common cause of 
AOM and is the second most common cause of exacerbations in COPD[45]. The 
vast majority of all M. catarrhalis isolates are betalactam resistant but are 
susceptible to amoxicillin-clavulanic acid and broad-spectrum antibiotics.  
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Microbiological interactions  

The natural habitat 
The upper respiratory tract consists of the nasal cavity, the nasopharynx, 
oropharynx, the larynx and the upper part of trachea as well as paranasal sinuses. 
The nasopharynx is located dorsally of the nasal cavity and just cranially of the 
uvula[46]. Lymphoid tissue constitutes the posterior and upper walls and in the 
middle is the opening of the auditory tube, which connects the middle ear to the 
upper airways. Intraepithelial leukocytes, including IgA secreting B-cells, and 
macrophages are part of the lymphoid tissue. The surface of the tube is made up of 
ciliated respiratory epithelial cells and goblet cells near the nasal cavity and 
squamous cells closer to the pharyngeal isthmus. In this connection site between the 
respiratory pathway of the nose, the tuba auditiva and the lower respiratory airways, 
an intricate milieu for bacterial colonization has been created. It is the site where 
inhaled antigens first come in contact with human tissue. The anatomical 
connections with the middle ear and the lungs, as well as proximity to nasal sinuses 
facilitate bacterial spread to these sites, with unwanted consequences such as 
pneumonia, AOM and sinusitis. But more than being a place of departure for 
pathogenic bacteria, the nasopharynx is a place where commensals live in symbiosis 
with the host[47]. 

 

Figure 1. The airway epithelium of the nasopharynx controls colonization of S. pneumoniae at the mucosal surface. 
Image used with permission from the publisher and creator [48]. 
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The commensal flora 
The healthy nasopharyngeal microbiome constitutes of different generas such as 
Moraxella, Streptococcus, Corynebacterium, Staphylococcus, Haemophilus and 
Alloiococcus. In young children the microbiota varies between seasons independent 
of antibiotic use or viral co-infection[49]. The pneumococcus shares the 
nasopharyngeal niche with an array of bacteria and viruses that interact with the 
immune defence of the host and each other. This commensal flora is considered to 
be beneficial since it stimulates the immune system and functions as a protective 
barrier against invading pathogens. Nasopharyngeal colonization by bacterial 
species can be immunizing events, stimulating both humoral and cellular adaptive 
immune responses that protect against either re-colonization or subsequent invasive 
disease[50]. When the microbial balance is disturbed, for example during the 
influenza season, the risk of infection increases [49]. During symptomatic viral 
infection pathogenic bacteria increase their colonization, and the relative abundance 
of commensals is reduced, but specific commensals are affected differently[51]. 
Antibiotic treatment might also alter the protective balance in the commensal flora, 
favouring selection of Streptococcus, Haemophilus and Moraxella genera[52].  

Biofilm formation 
Low temperature, deprivation of nutrients and constant danger of attacks from the 
immune system of the host as well as vulnerability to antimicrobial therapy hardly 
makes the nasopharynx an ideal site for bacterial growth.  S. pneumoniae therefore 
frequently appears in biofilm formations where growth rate and virulence factors 
are downregulated and adherence proteins are upregulated. Metabolism, gene 
expression and protein production are different to those of planktonic cultures[53]. 
The biofilm produces extracellular matrix composed of DNA, proteins and 
noncapsular polysaccharides which provide mechanical stability as well as 
protection. Horizontal gene transfer occur in biofilms, and is promoted by the 
simultaneous colonization of different serotypes[53]. Interestingly, it was suggested 
by Hammerschmidt and colleagues that in transition from biofilm to IPD the 
pneumococcus upregulates its capsule expression[22]. One of the most important 
and persistent problems posed by biofilms is the inherent tolerance of their 
associated communities to antibiotic therapy and host defence mechanisms. 
Therefore, therapies targeting biofilms is an active field of research.  
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Interactions with bacterial pathogens 
Moraxella catarrhalis and H. influenzae share the propensity of the pneumococci to 
colonize the upper airways. They interact with each other and other commensal 
bacteria in a not yet fully elucidated interspecies interaction. In certain age groups, 
particularly infants, the nasopharyngeal colonization of both S. pneumoniae and H. 
influenzae can exceed 50%. In such asymptomatic carriage S. pneumoniae is 
frequently detected together with M. catarrhalis and H. influenzae in the 
nasopharynx, forming polymicrobial biofilms [54,55]. Bacteria co-colonizing the 
nasopharynx may be positively or negatively associated in respiratory tract 
infections based upon synergistic or antagonistic interactions between the various 
species. In polymicrobial colonization of the nasopharynx, H. influenzae seems to 
predominate over S. pneumoniae and M. catarrhalis in causing AOM [56]. In 
parallel, S. pneumoniae and H. influenzae are negatively associated in URTI [57].  

Interestingly, Lysenko et al. reported that co-colonization with H. influenzae and S. 
pneumoniae in a murine mouse model resulted in a rapid clearance of the latter 
species after H. influenzae-dependent activation of phagocytosing neutrophils [58]. 
In contrast, S. pneumoniae has developed different strategies to clear H. influenzae, 
including the release of bactericidal hydrogen peroxide [32]. 

Only a few papers have been published on the microbiological interplay between 
M. catarrhalis and S. pneumoniae, but biofilms consisting of the two bacterial 
species may promote antibiotic resistance of pneumococci [59] as well as bacterial 
persistence and growth of M. catarrhalis in a mouse infection model [60].  It thus 
remains to fully prove whether the relationship between H. influenzae, S. 
pneumoniae and M. catarrhalis is competitive or cooperative or depends on the 
context.  

Viral interactions 
In a thorough re-investigation of the 1918/1919 influenza pandemic, researchers 
concluded that most deaths were caused by bacterial superinfections. The 
pandemics of 1957 and 1968 were also analysed and were consistent with these 
findings, albeit based on less substantial data[61]. Coinfections occured with above 
all S. pneumoniae but also involves Staphylococcus aureus, Haemophilus influenzae 
and other Streptococcus spp. During the 20th century bacterial pathogens occurred 
more frequently in pandemic compared with seasonal influenza periods[62]. In a 
literature review of the most recent influenza pandemic, 2009 H1N1, coinfection 
was found in 23% of fatalities with S. pneumoniae the most common bacteria 
identified[63]. The involvement of bacteria might have been even greater, suggested 
by autopsies from 34 cases who died from the 2009 pandemic. Over half displayed 
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signs of secondary bacterial infections in postmortem lung cultures and histological 
evaluation[64].  

Aside from seasonal Influenza A and B, other viruses such as RSV and Rhinovirus 
have been implicated in promoting pneumococcal transmission and predisposing to 
infection[65,66]. How Influenza viruses enhance pneumococcal adherence, 
invasion and disease is not yet fully elucidated. One important factor is viral 
damaging of the normally protective epithelial layer of the upper airways and lung 
which prepares access to extracellular matrix molecules and basement membrane 
elements to which bacteria can adhere[67]. There is limited data on superinfections 
associated with the current pandemic disease caused by the novel coronavirus SAR-
CoV-2.   

  



25 

The host immune system 

Innate immunity is the first line of defence  
The first line of defence against antigen and pathogens is the nasal fimbriae which 
filters away larger particles. Smaller organisms that pass on to the airway may 
encounter the rhythmic beating of cilia on the epithelial cells lining the mucosa. 
These movements capture microorganisms in the terminal bronchioles and transport 
them to the trachea and the oral cavity where they are swallowed. Secretion of 
mucus from mucosal cells helps in this process called mucociliary transport. The 
mucus, built up by mucins and proteoglycans function as a barrier to bacteria[68].  
Mechanically, the epiglottis and cough reflexes are important to clear mucus from 
the lower airways and keep the environment in the lung antiseptic. The 
pseudostratified columnar epithelium is joined by tight junctions between the cells 
that constitute a mechanical barrier against microorganisms (see Figure 1). Particles 
or microorganisms that avoid the mechanical barriers confront a range of soluble 
mediators with antibacterial activity, such as lactoferrin and defensins, produced by 
cells of the respiratory tract. These molecules have the ability to directly lyse 
pathogens or destroy them by opsonization or recruitment of inflammatory 
cells[69]. In addition, macrophages and dendritic cells are phagocytes located in 
close proximity to the epithelial surface of the airway system which sample and 
examine the air-borne and blood-borne material. They are gate-keepers that help to 
keep the airways free of any invading pathogens[70]. 

Functions of immune cells 
The alveolar macrophage is the first type of phagocytic cell to meet an invader at 
the alveolar level. Macrophages are also present in the interstitial tissue and the 
pulmonary capillaries prepared to remove invading microorganisms and to present 
antigen to lymphocytes using major histocompatibility complex II (MHC class 
II)[71]. Antigen-presenting cells (APC) also includes dendritic cells that reside in 
proximity to the basement membrane and extend their dendrites between the 
epithelial cells of the airway epithelium in order to sample inhaled antigens[72]. 
After antigen uptake, airway dendritic cells migrate to the paracortical T-cell zone 
of the draining lymph nodes of the neck or lung, where they interact with naive T-
cells. Neutrophils are key immune effector cells that are rapidly recruited to a site 
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of infection. They are highly motile and are attracted by cytokines expressed by 
endothelium or immune cells activated in inflammation. Neutrophils use 
degranulation (release of soluble anti-microbials), phagocytosis and neutrophil 
extracellular traps to kill bacteria[73].  

Immune cells utilize Toll like receptors (TLR) and other pattern recognition 
receptors (PRRs) to recognize Pathogen associated molecular patterns (PAMPs) in 
bacteria and virus. PAMPs are molecules such as lipotechoic acids, 
lipopolysaccharides, lipoprotease or DNA, some of which constitute parts of 
structures unique to pathogens such as bacterial cell wall or flagella. PRR essentially 
functions by activating the innate immune system. Opsonization of the pathogen, 
activation of complement proteins, phagocytocis of the pathogen, activating 
inflammatory mediators, secretion of cytokines and induction of apoptosis in 
infected cells are all consequences of PRR-PAMP interactions[71].  

The Complement System  
An important part of the innate immune system are soluble proteins that can bind to 
pathogens, coat their surfaces and tag them for opsonization by macrophages 
containing complement receptors. They are called complement proteins and 
enhance inflammation and attack the cell membranes of bacteria (Figure 2). The 
classical pathway of complement activation is usually initiated as a response to 
antibody-antigen complex formation but can also be activated by C-reactive protein 
(CRP) and other substrates. When complement protein C1q binds antigen-antibody 
complexes, the C1 complex becomes activated causing it to undergo conformational 
changes, activating proteases and initiating a cascade of reactions where 
complement proteins activate other complement proteins. The reactions result in the 
cleavage of C3 into two fragments, the anaphylactic C3a, that recruit leukocytes and 
promote inflammation, and C3b, responsible for further downstream complement 
activation. Ultimately the chain of reactions leads to formation of the cylindrical 
membrane attack complex (MAC) deployed at the cell wall membranes where it 
creates pores causing lysis of bacteria like S. pneumoniae[74]. In the alternate 
pathway complement proteins are spontaneously activated at a low level in the blood 
with regulatory proteins preventing them from causing damage to the host. 
Pathogens lacking such regulatory proteins bind to activated complement proteins 
which leads to the reactions ending with formation of MAC. Finally, the lectin 
pathway is initiated by Mannose binding lectine, a PRR that recognize carbohydrate 
structures. Unlike other PRRs it is able to activate the complement system in an 
antibody and C1-independent manner[75].  
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Figure 2. The classical and alternative pathways of the complement system. Both ends with the membrane attack 
complex and cell lysis. Illustration: US Federal government - Public domain. 

The adaptive immune system 
The adaptive immune system involves two main activities, the antibody response  
and the cell mediated immune response, performed by B and T cells. The B cells 
are produced in the bone marrow and carry receptors designed to identify specific 
foreign antigens (such as bacterial proteins or carbohydrates). If they encounter a 
matching protein antigen they consume it, receive signals from a T-helper cell and 
further differentiates into antibody secreting plasma cells and memory cells (Figure 
3). In this process the B-cell undergo affinity maturation in which B-cells expressing 
high affinity receptors are selected for clonal expansion. However, B-cells can also 
be activated in a T-cell independent way, as in the case of bacterial capsular 
polysaccharides. The B-cell then rapidly mature into short lived plasma cells and do 
not contribute to memory B-cell pools. Polysaccharide vaccines are not 
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recommended to infants since they are not able to mount a T-cell independent 
antibody response[76]. Results from clinical trials demonstrate no induction of 
memory B-cells from pure polysaccharide vaccine PPV23 in adults. On the 
contrary, a lack of memory B-cells in blood after a primary dose and an attenuated 
antibody response upon revaccination has been reported [77]. 

Naïve CD4 or CD8 T-cells become activated when antigen specific to them are 
presented by APCs. T-cell receptors (TCR) interact with the MHC class I or II 
protein complexes on the APC that have antigen bound, causing the T-cell to 
develop from naïve CD8 to cytotoxic T-cells or from naïve CD4 cells into activated 
T-helper cells. The T-helper cells enhance the immune response by activating B-
cells, natural killer cells and macrophages.  

The adaptive immune response creates immunologic memory in both T and B-cells. 
After the primary encounter with an antigen and the subsequent immune response, 
a small number of lymphocytes remain that make up the cellular part of 
immunological memory. In addition, antibodies specific for the antigen remain in 
the body and make up the humoral component of memory. Subsequent encounters 
with the same antigen results in a fast and more effective response as specific 
memory B-cells already exist and have undergone Ig class-switching to higher 
affinity antibodies (e.g. IgG and IgA). By one month after immunization (natural 
exposure or vaccine), memory B cells are present at their maximal levels[78].  
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Figure 3. The adaptive immune system and B-cell development to plasma effector cells. Illustration: Fred the Oyster, 
Creative commons, Public domain. 

The antibodies 
In humans, immunoglobulin isotypes (Ig) A, D, E, G and M are secreted by B-cells 
to protect from pathogens. IgM or IgD are utilized as a first line of defence whereas 
IgA, IgG or IgE are more specific with special roles in the immune system [79]. IgA 
is the primary Ig isotype induced at mucosal sites where it inhibits absorption of 
antigens from mucosal surfaces by forming large immune complexes. In addition, 
IgA coats bacteria preventing their adherence to epithelial cell receptors[80,81]. It 
has also been demonstrated that IgA recognizing the capsular polysaccharide 
mediates pneumococcal killing by phagocytes[81]. IgG is the main antibody in the 
lymph, blood, cerebrospinal fluid and peritoneal fluid and forms 15% of total serum 
protein[82]. It is separated into four subclasses of which IgG2 has been suggested 
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as the most important against encapsulated bacteria such as S. pneumoniae [83,84]. 
Deficiencies in total IgG or subclass IgG2 is related to an increased risk for airway 
infections by encapsulated bacteria and damage such as bronchiectasis. The 
immunologic functions of IgG are diversified and includes opsonization of 
pathogens by tagging them to promote phagocytosis. Agglutination by IgG has been 
suggested as an important defence against pneumococcal colonization[85]. 
Furthermore, IgG is one of the isotypes that can induce the classical pathway of the 
complement system. The adaptive response to pneumococcal colonization includes 
acquisition of anti-capsular and anti-protein antibodies as well as T-helper cellular 
response targeting proteins[86]. In response to pneumococcal carriage, animals[50] 
and humans have been shown to develop increased serotype specific IgG antibody 
titres. Adults can develop protection from subsequent colonization, but evidence of 
a reduced risk for children is less clear[87,88]. Pneumococcal infections and 
carriage, so relatively common in childhood, decreases with age independent of 
anti-capsular antibody levels, which indicates that antibodies against proteins, 
cellular and  matured innate immunity are involved in the immunity[86]. Animal 
models have demonstrated that colonization induces anti-protein antibodies and 
cellular responses that protects against mucosal colonization, pneumonia and sepsis. 
Several experimental studies have suggested similar protection in humans[89,90]. 
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From colonization to disease 

Pneumococcal disease  

Pneumonia 
Pneumonia accounts for 15% of all deaths of children under 5 years old, killing 
808,694 children in 2017. S. pneumoniae is the leading cause of childhood 
pneumoniae and the vast majority of annual deaths are in developing countries[91]. 
In the USA and Europe the main burden of disease is in the elderly and 
immunocomprised [92]. The yearly incidence for communty acquiered pneumonia 
(CAP) in developed countries is about 1 percent in the population and about 20-40% 
require admission to hospital. Average mortality for pneumonia in Sweden was 6.9 
per 100.000 individuals for women and 12.4 for men in the years 2012-2014. Since 
2001-2003 mortality had decreased by almost 40%[93]. Aetiology before PCV was 
dominated by S. pneumoniae followed by H. influenzae and Mycoplasma 
pneumoniae and some viral agents. Acute onset of fever, chestpain and WBC 
>15x109 and x-ray demonstrating a characteristic lobar pneumonia supports the 
diagnosis of pneumococcal pneumonia. Most reports on causative agens after 
introduction of PCV indicate that S. pneumoniae is still the most common cause of 
CAP[94,95]. 

 

Figure 4. Anatomical sites of infection of S. pneumoniae. Image adapted and used with permission from the 
publisher[96]. 
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Invasive pneumococcal disease (IPD) 
IPD is defined as an infection confirmed by the isolation of S. pneumoniae from a 
normally sterile site, such as blood or cerebrospinal fluid. The IPD burden is mainly 
determined by pneumococcal pneumonia, meningitis and pneumococcal 
bacteraemia without a primary focus. IPD is a common cause of sepsis, a life 
threatening condition that according to symptoms and laboratory findings can be 
classified as severe or septic shock[97–99]. Annual incidence in a wedish study was 
estimated to 15/100,000 for any IPD and 1.1/100,000 for meningitis and was the 
highest among elderly followed by children < 2 years. Case-fatality rate (CFR) had 
dropped from 20 to 10% during a 45 year follow up period (Epidemiology of 
invasive pneumococcal infections: manifestations, incidence and case fatality rate 
correlated to age, gender and risk factors), and in our investigation from southern 
Sweden, included in this thesis, 28-day mortality was 12%[100].  

Meningitis 
Bacterial meningitis is a severe infectious disease characterized by infection and 
inflammation of the meninges.  On a global scale, as well as in Sweden, S. 
pneumoniae is the most common cause, followed by Neisseria meningitides[101]. 
Aetiology can vary depending on region and time period. Mortality untreated is up 
to 50% but even with swift detection and antibiotic treatment 8-15% of the patients 
die. Sequele after meningitis includes hearing loss, brain damage and learning 
disabilites[102]. Advancements in prevention strategies such as vaccination against 
Hib, S. pneumoniae and N. meningitidis have substantially reduced the burden of 
disease in both vaccinated and unvaccinated populations[101]. 

Acute Otitis Media  
URTI represents the most common acute illness evaluated in the outpatient setting. 
A common bacterial URTI is AOM, affecting up to 75% of children before the age 
of 5 years[103]. In Sweden there are 200,000 new cases of AOM every year, and S. 
pneumoniae was until recently the most common causative pathogen, but has since 
the introduction of PCV been dethroned by H. influenzae [104–106]. Together they 
are responsible for up to 80% of cases and M. catarrhalis ranks as the third most 
important otopathogen[107]. Although more restrictive prescription guidelines for 
URI and AOM have been adopted, these illnesses are still one of the main reasons 
for antibiotic use in Sweden [108]. Penicillin V is the first-hand choice based on the 
high susceptiblity rate of S. pneumoniae.  Changes in causative bacteria of URI and 
AOM can have implications for future treatment guidelines since H. influenzae is 
often resistant to penicillin.  
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Aspects of serotype and infection 
About 90 serotypes have been identified all over the world, but only a minority of 
them are clinically relevant. Global surveillance demonstrates that a limited number 
of capsular serotypes cause more than 70%-80% of IPD. The distribution of 
serotypes in the population varies greatly, related to geography, time, use of 
antibiotics, vaccine status and socioeconomic factors[109]. They also differ in their 
ability to cause invasive disease. Brueggeman et al. examined the relation between 
asymptomatic nasopharyngeal carriage in children and IPD[19]. The invasive 
disease potential of a particular serotype is related to the tendency to cause IPD 
while colonizing the nasopharynx. A significant inverse correlation between 
invasive disease and carriage rate was observed. Sont et al. found some serotypes 
(i.e: 1, 4, 5, 7F, 8, 12F, 14, 18C and 19A) to have high invasive potential[110]. 
Sjöström et al. postulated that some of these (i.e: 1 and 7F) behave as primary 
pathogens, infecting mostly younger and previously healthy individuals, but causing 
relative mild disease with few fatalities. Serotypes/serogroups with lower invasive 
potential include 19F, 23F, 3, 6A, 6B, 15, 8 and 33. Some of these (i.e.; 19F, 23F), 
were described as opportunistic pathogens, mainly causing disease in 
immunocompromised and elderly individuals with higher case fatality rates[111]. 
Serotype 1 is repeatedly associated to outbreaks of disease in impoverished and 
crowded areas[112].  

Serotype 3 
Of special interest for this thesis is serotype 3. It is visually distinguished from other 
serotypes when cultured on blood agar plates where it presents larger, more mucoid 
colonies. Together with 19F and 23F, which have a thicker capsule in vitro as 
measured with digital fluorescence microscopy, it is more frequently associated 
with a fatal outcome in IPD[113–115], and is independently associated with a higher 
incidence of septic shock[116]. In parallel, experimental animal studies revealed 
that serotypes with a thicker capsule are more virulent[117]. Recent post-licensure 
studies have revealed that PCV provides significant protection for the vaccine 
serotypes with exception for serotype 3, even though it generates the most elevated 
concentration of anti-capsular antibodies after priming[118–120]. The failure of 
serotype 3 in the PCV13 formula may be due not only to protection from abundant 
capsule production but the release of capsular polysaccharide during growth, which 
interferes with antibody-mediated opsonization in vivo[121]. The role of the 
capsules in poor antibody responses is further discussed below. 
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Who contracts pneumococcal disease? 
Colonization is a prerequisite but not enough to cause disease. Multiple risk factors 
for pneumonia have been defined. Many are associated to poverty such as lack of 
housing, clean water, malnutrition, cooking facilities and access to basic health 
care[122]. Indoor air pollution by solid fuel used for cooking, the most common 
form of preparing food in India and China, increases the risk for severe pneumonia 
in children[123]. Household crowding and not being vaccinated are other significant 
risk factors in poor communities[124]. Occupational hazards include exposure to 
welding- and metal fumes and inorganic dust or chemicals. Metal- and construction 
workers are at an elevated risk for pneumonia and IPD[125,126].  

Chronic infections that impair the immune system is a large risk group. HIV 
augment the risk multiple fold of contracting pneumonia in both children and 
adults[127]. Other important risk factors are chronic illnesses such as asplenia, heart 
and lung disease, kidney failure, liver disease and diabetes. In addition, immune 
suppressive medications and life style factors like alcoholism and smoking are 
associated to pneumococcal pneumonia. Dysphagia in elderly and cochlear implants 
or cerebrospinal fluid leaks also augment the risk[128,129]. 

Age related factors include high incidences of pneumococcal disease in children < 
2 years of age and in adults > 65 years of age.  

Carriage and transmission 
Colonization of S. pneumoniae can occur anytime in life but is most common in 
childhood with evidence of colonization as early as the first day of life[130]. The 
prevalence of pneumococcal carriage increases in the first few years of life, peaking 
at approximately 50% to >70% in hosts 2–3 years of age. In addition to a high 
prevalence of S. pneumoniae carriage, young children also have a higher 
pneumococcal density in the nasopharynx than older individuals[131]. This might 
help to explain why children are more efficient in transmitting S. pneumoniae. 
People with pneumococcal disease, or more commonly healthy individuals who 
carry the organism in the nasopharynx transmit it through respiratory droplets [132]. 
Animal experiments suggest that transmission can be contact dependent or airborn. 
In nutrient rich environment, such as saliva, the bacteria survive for days and can be 
easily cultured from toys in day-care centers[133]  Crowding in places like day-care 
centres, military camps and prisons promotes horizontal spread and is a risk factor 
for transmission of drug resistant clones. It has been suggested that the nasopharynx 
of children is an important global ecological reservoir of drug resistant 
pneumococci[134]. With increasing age, prevalence of carriage decreases. In 
geriatric patients in nursing homes and hospitals colonization is rare and risk of 
spread and infection is low[135,136]. Instead, children have been found to transmit 
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S. pneumoniae to adults within the household[137]. Interestingly, multiyear 
surveillance of seasonal trends of IPD demonstrated that older adults, have a high 
risk of disease caused by paediatric serotypes during holidays when social 
gatherings usually take place[138].  

When commensals misbehave 
Pathogens such as S. pneumoniae, H. influenzae and M. catarrhalis harbouring in 
the nasopharynx do not cause disease unless there is a change in the milieu. The 
Eucherian Tube normally regulate airway preassure, clear the middle ear cavity of 
fluid and protect it from infecting organisms. Infants are susceptible to AOM not 
only because of immaturity of systemic immunity but also due to immature 
development of the Eustachian tube and the inability to clear secretions and bacteria 
from the middle ear[139]. Dysfunction of the tube is a result of inflammation, 
craniofacial malformations or environmental insults[140]. Viral URI causes 
nasopharyngeal and Eucharian tube inflammantion, mucociliary changes and 
inreases pneumococcal adhesion and invasive abilities, all favouring the entrance of 
virus and bacteria to the middle ear[141]. Respiratory viruses can be detected in the 
nasopharynx of up to 90% of children with AOM and in the middle ear fluid of 
20%[142]. In pneumonia 54% of children were found to have coinfections with a 
viral pathogen, most commonly the Influenza viruses[67]. In adults, especially in 
the elderly, secondary bacterial pneumonia after influenzae is an important cause of 
mortality. Even without viral promotion of mucal discharge, aspiration of small 
amounts of oropharyngeal contents occurs in deep sleep, even in healthy 
individuals, but if the oropharyngeal material includes pneumococcal serotypes 
associated with invasive infection and if normal clearance mechanisms fail, the 
colonizers may become pathogens[143]. 

Breaking the epithelial barrier 
When S. pneumoniae enters the nasopharynx it undergoes a process called phase 
variation, expressing a thick, negatively charged capsule that repell the sialic 
residues of mucus to avoid being trapped. Once the pneumococcus reaches the 
epithelial cell layer it shifts phase and down-regulate capsule expression and instead 
expresses proteins that promote adhesion and biofilm formation[144].  

The exact method S. pneumoniae deploys to overcome epithelial and endothelial 
barriers to access underlying extracellular matrix and blood stream remains to be 
determined. It is estimated that pneumococci exhibit over 500 surface proteins[145]. 
The host secretes antimicrobial IgA to interfere with adhesion and the bacteria 
counteracts by releasing IgA protease which cleaves IgA. In septic pneumonia, the 
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bacteria gain access to the blood through the alveolar space, which requires an 
aggressive interaction with endothelial cells in the capillaries[146]. Adhesins 
include Pili, the lipoprotein PsA and PavA protein. They interact with host epithelial 
cell amino sugars (GalNac) and extracellular matrix. Once attached to the human 
cells, other proteins such as PspA interact with host cell proteins to achieve 
translocation of bacteria through the epithelial cell [145,146]. Other bacterial 
surface proteins capture host protease plasminogen to stimulate migration 
pericellularly and across ECM[147]. As the bacteria replicate they cause tissue 
damage and inflammation by releasing pneumolysin, neuramidase and 
hyaluronidase. These enzymes disrupt the connective tissue and ECM to allow even 
more access to components between cells and below the basement membrane which 
facilitates access to capillary endothelium and eventually the blood stream[148]. 
The pneumococcal antigens such as teichoic acid, cell wall complexes and DNA 
drive the innate immunity and inflammation. These components bind to TLR2, 
TLR4 and TLR9 and hence contribute to activation of the innate immunity. A strong 
cell response that involves cytokine release (e.g. IL8 and IL10) is followed by a 
characteristic neutrophil infiltration of the infected lung[149]. Rapid replication in 
the alveoles of the lower respiratory tract establishes lobar pneumonia. 
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Treatment and prevention 

Antimicrobial resistance 
Beta-lactam antibiotics inhibit the cell wall synthesis of bacteria and is an effective 
treatment of infections by S. pneumoniae. In a classical study in 1964, it was 
demonstrated that mortality from IPD decreased from 80% to just 17% in patients 
who received treatment with penicillin[150]. In CAP and upper respiratory tract 
infections such as AOM, penicillin is recommended in Sweden, whereas in cases of 
unknown aetiology and severe disease antibiotics with broader coverage might be 
selected. The first clinical case where an antibiotic resistant S. pneumoniae was 
isolated was in Australia 1967[151]. Since then, resistance to penicillin and  is an 
increasing concern. A key factor influencing the emergence and spread of resistant 
pneumococci is unnecessary antibiotic use for viral respiratory illnesses. 
Misdiagnosis of conditions where both viral and bacterial agents cause similar 
symptoms is common, and patient expectations to prescribe antibiotics is something 
most primary care physicians face.  

Internationally, S. pneumoniae non-susceptible to penicillin is increasing but vary 
widely between countries. In Europe, it varied between 0.6 – 39% in isolates 
reported from 28 countries. In Sweden the incidence was 6.1% in 2017, and 
consequently among the lowest on a global scale, but represented an increase 
compared to 2012. Between 20-40% of S. pneumoniae are resistant to macrolides 
and more than 20% to clindamycin. Resistance to fluoroquinolones is low but 
increasing[152]. Macrolide non-susceptiblity was found in 4.8% of reported isolates 
in Sweden and has been decreasing recent years  [153].  

The pneumococcal vaccines 
Until 2009 the only vaccine available in Sweden against the pneumococcus was the 
Pneumococcal Polysaccharide Vaccine (PPV23, Pneumovax®). It contains purified 
capsular antigen from 23 serotypes and provides protection against IPD[154]. In 
Sweden, PPV23 is recommended for children over 2 years of age and adults with 
medical conditions that increases the risk of serious pneumococcal infection and in 
people ≥65 years[155]. However, the efficacy of PPV23 is lower in 
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immunosuppressed individuals, in adults with chronic diseases and has poor 
protection against pneumonia in the elderly[156]. Children younger than 2 years of 
age are unable to mount an effective antibody response to pure polysaccharides. 
Thus, in the two age groups at highest risk of infection the vaccine is suboptimal. 
The poor immunogenicity in infants is associated to the T-cell independent b-cell 
response to polysaccharides. The USA was the first country to introduce a new 
generation Pneumococcal Conjugated Vaccine (PCV) in 2000, immunogenic in 
infants[157]. Seven polysaccharide antigens (4, 6B, 9V, 14, 18C, 19F and 23F) were 
conjugated to a diphtheria carrier protein, thereby inducing a T-cell dependant 
immune response. The direct impact on IPD in children was impressive[158]. 
Adding to the effect was the “herd immunity” or indirect impact in older age 
groups[159]. PCV7 was later replaced by several new, higher valent PCVs. In the 
southern county of Skåne PCV7 was introduced in 2009 and replaced in 2010 by a 
10-valent, Protein D-conjugated vaccine (PCV10; adding serotypes 1, 5, 7F). In 
2013 a 13-valent CRM197 conjugated vaccine replaced PCV10 (PCV13; adding 
serotypes 3, 6A, 19A). 

Impaired immune response to polysaccharide vaccines 
Pneumovax® has been associated with an attenuated antibody response upon 
revaccination. Following PCV7 immunization, a hyporesponse has been 
demonstrated in the context of prior pneumococcal carriage in the 
nasopharynx[160–162]. The phenomenon was described by Poolman et al. as  
hyporesponsiveness (or immune tolerance) which  “…refers to the inability of the 
individual to mount an immune response after repeated vaccination or colonization 
that is less than the same magnitude of immune response induced after primary 
vaccination…”. They found evidence for hyporesponse in vaccine trials with 
serotype 3 in PCV formulas[76] . This fact made GSK to exclude serotype 3 in the 
future PCVs.  

Hyporesponse to capsular polysaccharides has been described for meningococcal 
vaccines as well. The biological basis is not fully understood, but depletion of a 
specific memory B-cell pool (i.e., clone) has been proposed[163]. Already in 1955 
Felton and Ottinger demonstrated that large doses of pneumococcal polysaccharide 
can act as a paralyzing agent on the adaptive response in mice. In vaccine trials, 
excessive concentrations of polysaccharide have been found to reduce the antibody 
response[164]. There is evidence for genetic causes to variations in antibody 
responses. Genetic variants in the MHC region have been associated to diverse 
immune responses to vaccines, including PCV7[165]. Musher et al. reported 
hereditary unresponsiveness to PCV in a Jewish community[166].   
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PCV effects on IPD in Sweden 
The introduction of PCV in the child immunization programme in Sweden has so 
far been a success. Total incidence of IPD has declined from 17.1 to 13.0 per 
100,000 citizens. The decrease was most pronounced in children <2 years of age 
and in older children. Internationally, herd immunity has been repeatedly found to 
protect the elderly[167,168] but  investigations in Sweden found no such indirect 
effects in people aged >65[169,170].  

 

Figure 5. Incidence of IPD in Sweden during a ten year period following introduction of PCV in 2009. Source:National 
Health Board of Sweden (Folkhälsomyndigheten). 

The most common serotypes in year 2017 was serotype 3 (15 %), 22F (10 %), 19A 
(9 %), 8 (8 %), 9N och 6C och 12F (5 % each)[22].  

Serotype replacement  
Following introduction of PCVs the serotypes included in the vaccines have been 
effectively reduced as agents in IPD [171]. Increases in disease caused by non-
vaccine serotypes (NVT) (“serotype replacement”) have subsequently offset some 
of these reductions. PCV7 serotype 6B appears to offer cross-protection against 
serotype 6A, which is not included in the vaccine. However, such cross-protection 
has not been observed for 19F and the non-PCV7 serotype 19A [172]. Notably, 
following PCV7 introduction, the incidence of infections caused by multiresistant 
19A has increased. Surveillance programs suggest that NVT are on the rise in the 
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post PCV7/PCV10/PCV13 era. The worldwide increase in prevalence of serotypes 
such as 11, 12, 15, 22F, 23A, 23B, 33F, and 35B attest to this [120,173–175].  

In asymptomatic carriers the prevalence of NVTs has increased substantially and 
the net change in carriage prevalence has thus, as a result, been small or absent. The 
increase observed in NVT caused IPD has in most investigated populations been 
smaller than the increase in NVT carriage. A possible explanation for this is a lower-
case fatality rate among IPD causing NVT:s. Furthermore, the protective efficacy 
against serotype 3 induced by the 13-valent vaccine has been demonstrated to be 
very limited[118]. 

PCV affects polymicrobial carriage and disease 
Studies on an effect of PCV on polymicrobial carriage are scarce and with varying 
results on H. influenzae or M. catarrhalis carriage[176–178]. However, in a 
randomised controlled trial of PCV7 on Dutch infants, van Gils et al. observed 
decreased carriage of M. catarrhalis in the immunized group compared to controls 
[179], and in a long-term observational study persistantly higher colonization rates 
were found for H. influenzae after PCV introduction [180]. In parallel, Olwagen et 
al. found that PCV vaccination is associated with a higher prevalence of H. 
influenzae [181]. In contrast to carriage, H. influenzae has replaced S. pneumoniae 
as the most prevalent pathogen causing OM after introduction of PCV 
[104,106,182]. It is possible that changes in aetiology represents relative numbers, 
since recent findings have suggested a decreased absolute incidence of all three 
species in complicated OM [183].  
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Objectives 

The objectives of the research underlying this thesis were as follows: 
• To study the effects of PCV on the interspecies dynamics of S. pneumoniae, 

H. influenzae and M. catarrhalis in preschool children with respiratory tract 
infection.  

• To detect changes in serotype distribution related to the introduction of PCV 

• To assess the association between serotype and sepsis severity. 

• To investigate the antibody response in adaptive immunity after IPD and 
pneumonia. 
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Material and Methods 

Study design 
• Paper I: A retrospective cohort study of association between serotype and 

sepsis severity in patients with invasive pneumococcal disease in Skåne 
County between 2006 and 2008. 

• Paper II: A retrospective observational study of serotype distribution in 
prospectively collected upper respiratory tract samples before and after 
introduction of PCV in the child immunization program in southern Skåne.  

• Paper III: A retrospective observational study of the epidemiology of the 
three most common upper airway pathogens before (years 2004-2008) and 
after (2009-2017) the introduction of PCV in southern Skåne. 

• Paper IV: A retrospective cohort study using convenience samples of acute 
and convalescent serum from IPD patients. Pneumococcal killing is 
measured in an opsonophagocytic assay and compared between serotypes. 

• Paper V: A retrospective cohort study of the antibody response in 
prospectively collected sera from patients with pneumonia, with or without 
sepsis. 

General methods and definitions 

Vaccine schedule 
In the southern county of Skåne in Sweden, immunization with the 7-valent PCV 
Prevenar® was initiated in January 2009 and was administered on a 2 + 1 schedule 
at 3, 5 and 12 months of age. It was replaced by PHiD-CV10 (Synflorix®; PCV10) 
in June 2010, which was also administered to children who had received one or two 
doses of PCV7. PCV10 was replaced by PCV13 in 2014. A high coverage was 
obtained from the start and among children born in 2009 the coverage was 97.5 % 
at 2 years of age.  
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Sepsis definition 
In order to determine disease severity and septic shock the Sepsis 2 criteria was 
used. Sepsis 2 is a modified version of the first comprehensive definition first 
published in 1992[97] (It has since the study was performed been replaced by sepsis 
3). Sepsis 2 is based on the conception of SIRS (Systemic inflammatory response 
syndrome).   

SIRS is met with ≥ 2 of 
• Pulse >90/minute 

• Respiratory rate >20/minute  

• WBC >12 × 109/l or <4 × 109l or >10 percent immature forms 

• Body temperature >38°C or <36°C 

SEPSIS: Verified or probable infection together with SIRS  
SEVERE SEPSIS: Sepsis criteria fulfilled together with either hypotension, 
hypoperfusion or organ dysfunction. 

SEPTIC SHOCK: Severe sepsis criteria met together with sepsis-induced 
hypotension persisting despite adequate fluid resuscitation. 

 
Criteria for hypotension, hypoperfusion or organ dysfunction: 

 
HYPOTENSION: Systolic blood pressure ≤90 mm HG or mean arterial pressure 
(MAP) ≤70 mm HG 

HYPOPERFUSION: B-Lactate >3mmol/L or 1 mmol over the upper normal limit, 
alternatively base excess ≤5mmol/L.  

ORGAN DYSFUNCTION: 

Renal: Oliguria <0,5 ml/kg/hour for at least two hours despite adequate fluid 
resuscitation. 

Respiratory: paO2/FiO2 <33 or <27 if the lung is the focus of infection. 

Hematologic: Blood platelets <100x109 or INR <1,5 or APTT >60s 

CNS: acute alteration of mental state, for example confusion 

Hepatic: S-bilirubin >45 μmol/L 
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Culturing and serotyping 
Cultures, identification and antimicrobial susceptibility tests were performed at the 
Clinic of microbiology at Skåne University Hospital according to national 
guidelines (see reference in Paper I). Culturing of S. pneumoniae was completed on 
sheep blood agar plates overnight in 5% CO2 incubators at 37°C. Initial serotyping 
into serogroups (e.g. 19, 23 etc.) was performed with a gel diffusion method with 
antisera from Statens Serum Institute (SSI; Copenhagen, Denmark). Further 
serotyping of subtypes (e.g. 19F, 23B etc.) was performed using the Quellung 
reaction with antisera (SSI). The Quellung reaction is based on Neufeldt´s method 
(see previous chapter) in which serotype specific anti-capsular antibodies bind to 
the bacterial surface, causing the capsule to swell and the bacteria to immobilize and 
agglutinate. The reaction is visible in microscope and is the gold standard method 
for pneumococcal capsular serotyping[184] 

Invasiveness of serotypes 
Serotypes differ in their ability to cause invasive disease and in prevalence of 
nasopharyngeal colonization. Brueggeman et al. studied the invasive disease 
potential of different S. pneumoniae serotypes in children. The authors concluded 
that some serotypes (including 3, 6B, 15B/C, 19F, and 23F) conveyed a lower risk 
for invasive disease, and were more frequently isolated as colonizing bacteria than 
other serotypes (including 1, 4, 7F, 14, and 18C)[19]. These results have been 
confirmed by other groups [185,186]. Low invasive serotypes are associated with 
higher case-fatality rates and disease in immunocompromised patients, acting as 
“opportunistic” bacteria, whereas highly invasive serotypes more often infect 
healthy, immunocompetent individuals, acting as primary pathogens.  

Statistical methods 
In Paper II and III yearly estimates of prevalence (including 95% confidance 
intervals) for the respective bacterium as well as co-culture combinations (Paper III) 
were calculated. Prevalence for the total pre-vaccine and post-vaccine period were 
estimated and prevalence ratios were statistically compared. The population sizes in 
the studied geographical area, comprising of yearly numbers of children ≤ 6 per year 
in Paper III and the whole population in Paper II, were accessed from Statistics 
Sweden. Considering that outcome data were counts, univariate negative binomial 
regressions (since Poisson regressions were overdispersed) were performed to 
assess crude prevalence ratios comparing the pre- and post-vaccine periods. 
However, since data suggested a trend of general reduction of nasopharyngeal 
cultures over time in Paper III, and in order to better assess the association between 
increasing PCV vaccine coverage rates and the respiratory tract bacterial carriage 
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dynamics, multivariate negative binomial regressions using yearly bacterial counts 
as outcome variables and yearly vaccine coverage rates as the main predictor were 
performed. This analysis was adjusted for population as well as the total number of 
yearly nasopharyngeal cultures drawn. As a complementary analysis, ratios of 
positive samples in relation to total referrals in the pre- and post-vaccine period were 
compared using Fischer’s exact test. 

 In Paper I, serotype dependent disease severity in IPD was determined in two 
different ways. The predefined classifications into low, intermediate and highly 
invasive serotypes were used. Generalized Fisher’s exact test was used to compare 
binary data between the three groups and Kruskal Wallis test for ordinal data. In 
addition, serotypes were compared one by one to serotype 14 as a reference based 
upon previous research by Brueggeman et al.[19].  
In Paper IV three groups (decreased antibody response, nonresponse and increased 
antibody response) were compared using the Chi square test for categorical 
variables and the Kruskall-Wallis test for continuous variables. Moreover, 
multivariate logistic regressions were performed to assess the association between 
the type of antibody response and clinical as well as bacterial predictors. In Paper 
V results were compared between any two groups using the Mann-Whitney U test 
and between any three groups using the Kruskal-Wallis H test. To test for equality 
of proportions between groups, the Pearson chi-square test or, if any cells had an 
expected count of less than five, Fischer’s exact test was used.  

Study specific methods and hypothesis 
Paper I 
Our hypothesis was that serotypes differ in their capacity to cause septic shock, a 
lethal clinical condition with approximately 40% mortality[187]. The county of 
Skåne in southern Sweden including 1.2 million inhabitants was the study area. 
Included in the study were 513 adult patients with IPD in the pre-vaccine era 2006-
2008. The pneumococcal vaccine coverage was low in this community[100]. 

Serotype, co-morbidity and sepsis severity were determined. The following data 
were collected from the patients’ medical records: medical condition upon 
admission, age, gender, admission to an ICU, 28 day- and one year mortality. Co-
morbidities were noted when a diagnosis was specified in the records, and the 
diagnoses included were divided into these categories: heart, lung, haematological, 
and autoimmune diseases, liver and renal failure, diabetes mellitus, cancer, 
splenectomy, and HIV. Access to medical records and lab data and helped to 
characterize the disease severity in each case. Sepsis shock was determined 
according to the accepted definition at the time, see above. Serotypes were 
compared to serotype 14 as a reference and grouped according to their invasive 
potential.  
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Paper II  
Our research question was: will PCV cause a shift in pneumococcal upper 
respiratory tract infections, from PCV serotypes to those not included in the 
vaccine? In order to detect changes in serotype distribution cultures from the 
nasopharynx, middle ear fluid and sinus cultures referred from physicians to a single 
laboratory for microbiological analysis were stored and serotyped. The effect of 
PCV on IPD is frequently reported, but the impact on upper respiratory tract 
infections in a clinical setting is less documented. We compared 2 years before 
(2007/2008) with 3 years after (2011–2013) initiation of the immunization 
campaign in 2009. Clinical isolates of S. pneumoniae from the upper respiratory 
tract identified at the local Clinical microbiology lab (Malmö, Sweden) were 
included and serotyped. This catchment area was unchanged during the study years, 
while the population increased from 473,245 to 526,092 inhabitants. Sixty-seven 
percent were referred from outpatient clinics and 33 % from hospital infirmaries. 
According to regional guidelines, upper respiratory tract cultures are recommended 
in patients with recurrent AOM, treatment failure of AOM, community-acquired 
pneumonia (CAP) in adults and complicated respiratory tract infections, but can also 
be obtained in other clinical situations at the discretion of the referring physician 
[19]. Routine culturing from nasopharynx in adults with suspected pneumonia 
admitted to hospital was included in the guidelines in 2009.  

Patients with a positive pneumococcal culture in addition to concurrent typical 
symptoms of AOM according to the description of the referring physicians were 
identified. According to current guidelines, which do not recommend culturing on 
uncomplicated URTI, the identified URTIs in our cohort were prolonged or 
complicated cases. 

Paper III 
The objective was to study effects of PCV introduction on the interspecies dynamics 
of S. pneumoniae. H. influenzae and M. catarrhalis in the respiratory tract of pre-
school children in Skåne county, Sweden. All nasopharyngeal culture samples from 
children ≤ 6 years of age from the Clinical laboratory of southwestern Skåne 
collected 2004-2017 were analysed.  Pre-vaccine prevalence of single as well as co-
cultures of the three species were included (years 2004-2008) were compared to 
post vaccine prevalence (2009-2017). The population of children ≤ 6 year-old in the 
area increased from 33.640 individuals in 2004 to 50.603 in 2017. During this period 
14.473 nasopharyngeal cultures were analysed. A subset of the S. pneumoniae 
isolates had been stored and serotyped in Paper II (n=1747), which enabled an 
analysis of associations between individual serotypes and co-cultures of M. 
catarrhalis or H. influenzae. Local guidelines for upper respiratory tract culture 
described for Paper II above applied. Apart from information on bacterial findings 
patient characteristics such as age, sex, date of culture, site of culture were available. 
The population in the catchment area was derived from Statistics Sweden. 



48 

Paper IV and V 
As previously described, Pneumococcal polysaccharide vaccines may elicit a 
hyporesponse under certain conditions. There is limited knowledge, however, on 
the type of specific antibody response in individuals with pneumococcal infections. 

To investigate the dynamics of naturally acquired anti-pneumococcal antibodies in 
relation to an episode of infection we performed two studies using OPA to determine 
functional antibodies before and after disease. In Paper V, opsonic antibody activity 
was studied with paired acute-phase and convalescence sera obtained from 54 
patients with pneumococcal community-acquired pneumonia (CAP). Results were 
compared with clinical characteristics and anti-capsular immunoglobulin (Ig) 
concentrations, information that had been published previously by Athlin et al., one 
of the contributing authors of the paper[188]. The patient sera were obtained from a 
subsample of patients from a cohort at Örebro University Hospital in 1999-2002. 
Our subsample included only patients infected by serotypes in PCV13. 

In order to explore serotype-dependent differences in Paper IV, the antibody 
response to IPD sera from patients in the Örebro University cohort was used 
together with a convenience sample from Biobank Skåne. In all, 40 pre/acute-IPD 
and post-IPD sera, was tested in immunological assays (Figure 6). Among them, 20 
paired sera had been collected in acute phase upon admission to hospital and at 5 
weeks convalescence. Another 20 paired sera were acquired 2-24 months before and 
6-60 months after disease. Furthermore, we sorted pneumococcal serotypes into two 
groups according to invasive potential. Twenty paired sera from patients infected 
by low invasive serotypes were included (serotype 3, n = 12; 19F, n = 4; 23F, n = 
4), and for comparison, 20 paired sera from patients infected by highly invasive 
serotypes (serotype 7F, n = 11; 14, n = 5; 1, n = 2; 4, n = 2). Patient medical records 
were available for review of age, sex, co-m orbidities, clinical condition upon 
admission to hospital, laboratory data and microbiology findings.  

The functionality of antibody titers in both papers was determined by a single 
serotype Opsonophagocytic assay (OPA). The human promyelocytic cell-line HL60 
was differentiated into neutrophils by propagation with addition of 0.8% 
dimethylformamide (DMF) for 5–6 days before use in the OPA. To prevent bacterial 
clumping, the opsonization and phagocytosis steps were performed with microtitre 
plates on a mini orbital shaker (700 rpm). Patient sera were tested in two separate 
experiments in duplicates against the homologous serotype that had caused IPD. 
OPA titers were defined as the serum dilution that killed 50% of bacteria compared 
to controls containing no patient serum but cells only. Depending on the results 
patients paired sera exhibited increased, decreased or unchanged pneumococcal 
killing. 

In Paper IV, we utilized a WHO standardized Enzyme-Linked Immunosorbent 
Assay (ELISA) for determination of capsular antigen IgG concentration. Serotype 
22F specific capsular polysaccharide and cell-wall polysaccharide (both from SSI) 
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20 

were used for blocking of unspecific binding, and 007sp was used as reference 
serum[189]. A ratio between pre-/acute-IPD and post-IPD was calculated for each 
patient. In Paper V, ELISA results from a previous study on the cohort was re-
analyzed[188].  

To exclude bias of IgG deficiencies in both papers sera was tested for levels of IgG 
and IgG2 in an in-house ELISA utilizing rabbit anti-human IgG and IgG antibodies 
(DARKO). 

 
Figure 6. Paired sera from 40 cases of IPD were included in Paper IV. Sera was collected at different time points in 
relation to IPD, as illustrated. Either acute and 30 days after or several months before and after. 

 

  

IPD cases=40
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Örebro 
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Results 

Paper I  
A total of 551 patients were included in this analysis with a median age of 66 years 
(range 0–101 years). In all, 513 pneumococcal isolates were serotyped. The most 
abundant serotypes were 14 (12.5%) and 7F (12.2%). The majority of patients 
suffered from pneumonia (86%), and serotypes 14, 7F, 4, 9V, and 3 represented 
49% of the isolates. 

Previous research has identified serotype 3 as associated with higher case fatality in 
IPD. Our study supported this finding and added that serotype 3 was found to be 
associated to septic shock, a lethal clinical condition with a mortality rate of about 
40%[187]. In our study, serotype 3 had significantly more often septic shock (25%, 
odds ratio (OR) 6.33 [95% confidence interval (CI) 1.59-25.29]), higher mortality 
(30%, OR 2.86 [CI 1.02-8.00]), and more often co-morbidities (83%, OR 3.82 [CI 
1.39-10.54]) when compared to serotype 14. Serotype 19F was associated with a 
significantly higher percentage of patients that were admitted to the ICU (OR 6.50 
[CI 1.90-22.25]) compared to serotype 14. This is in accordance with the knowledge 
that serotype 19F is one of the most encapsulated serotypes and is associated with a 
high risk of mortality [115]. The broad CI:s suggest that the inference is based 
limited numbers of cases. 

Furthermore, we found that low invasive serogroups (3, 6, 8, 15, 19, 23 and 33) 
caused IPD in older and sicker patients. The median age and percentage of patients 
with underlying co-morbidities were 72 years and 79%, respectively, for serogroups 
associated with low invasiveness, 68 years and 61%, respectively, for serogroups 
with intermediate invasiveness, and, finally, 62 years and 48%, respectively, for 
serogroups with high invasiveness. These findings are in concordance with previous 
observations[111]. The number of isolates for each serotype was relatively low, i.e., 
23 serotypes represented 10.1% of the isolates. Another limitation is the difficulty 
to assess sepsis severity retrospectively. All clinical data may not be accounted for 
in the medical records and larger prospective clinical and laboratory studies are 
required to study serotypes one by one, and to determine whether some serotypes 
are more virulent and cause more severe clinical disease than others.
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Paper II 
The aim of this 5-year observational study was to investigate changes in serotype 
distribution in URTI by S. pneumoniae following the sequential introduction of 
PCV7 and PCV10. We found an overall decrease in the prevalence of pneumococcal 
isolates examined and an increase in non-vaccine serotypes as agents of disease. 

Our study was initiated in 2007 and continued through 2013. Clinical isolates of S. 
pneumoniae from the upper respiratory tract (from nasopharyngeal swabs, middle 
ear fluid and sinuses) identified at the local Clinical microbiology lab (Malmö, 
Sweden) were included. Upper respiratory cultures before PCV (n=1566) positive 
for S. pneumoniae were serotyped and compared to 1707 cultures after (years 2011-
2013). The proportion of pneumococcal serotypes covered by PCV10 decreased 
from 45 to 12% (p<0.001). Non PCV10 serotypes increased from 49 to 80% 
(p<0.001). This serotype replacement was in concordance with previous research. 
In spite of the increase in non-vaccine serotypes post PCV we observed an overall 
decline of 35% in S. pneumoniae positive cultures. Furthermore, the number of 
pneumococcal positive middle ear secretion cultures decreased by 32% (p<0.001).  

Paper III 
We analysed a total of 11,810 positive cultures from the nasopharynx of children 
age  ≤ 6 years. We found that the prevalence of clinical nasopharyngeal cultures of 
M. catarrhalis in addition to S. pneumoniae decreased in children following 
sequential introduction of PCV7, PCV10 and PCV13. S. pneumoniae decreased by 
65.5% (16.6 to 5.7 per 1,000 person-years; p<0.001), whereas M. catarrhalis and 
H. influenzae decreased by 52.6% (21.7 to 10.3 per 1,000 individuals;  p<0.001) and 
47.61% (13.7 to 7.3 per 1000 individuals; p<0.001), respectively. In multivariate 
negative binomial regressions adjusted for yearly numbers of samples taken, S. 
pneumoniae and M. catarrhalis were significantly negatively associated with 
increasing vaccine coverage proportions (adjusted prevalence ratio: 0.17, p<0.001 
and aPR=0.48, p<0.001, respectively) while H. influenzae (aPR=0.75, p=0.17) was 
not. The absolute incidence rates of H. influenzae decreased but not when adjusted 
for the total number of samples taken. Importantly, at the end of the surveillance 
period, M. catarrhalis and H. influenzae were more common than S. pneumoniae in 
cultures from nasopharyngeal swabs. The absence of any decrease in the proportion 
of H. influenzae and the increase of H. influenzae pure cultures in the multivariate 
model suggests an insignificant influence of PCV on the prevalence of this bacterial 
species. A positive association between pneumococcal vaccine serotypes in general 
and two individual vaccine serotypes (19F; p<0.001 and 23F; p=0.043) in particular 
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in polymicrobial growth with M. catarrhalis is a novel observation not previously 
seen. This phenomenon needs to be verified and mechanistically examined in future 
studies.  

Due to the retrospective nature of the study we identified the possible confounding 
factors age and penicillin susceptibility in pneumococcal isolates but no differences 
between serotypes in M. catarrhalis co-colonizations were found. 

 

Figure 4. Prevalences and proportions of the three main pathogens detected in the upper respiratory tract of children 
0-6 years of age having clinical symptoms of upper respiratory tract infections. 

Paper IV 
Patients were diagnosed with pneumonia (38/40 cases), meningitis or ethmoiditis (1 
case each). Median age was 59.5 years (range 14–91 years) and 55% (n = 22) were 
women. 
Variable OPA responses were observed between serotypes. According to the 
antibody responses detected, patients were categorized either as having a functional 
antibody response as judged by titres in OPA (increasing titres, n = 16, Figure 3), a 
nonresponse (no change in titre, n = 18), or a decreased response (reduced titres in 
OPA; n = 6). The majority of patients (n = 24; 60%) thus had a non-functional 
antibody response, that is, either a decreased or nonresponse. 

In total, only 4 of 20 cases (20%) with low invasive serotypes (3, 19F, and 23F) 
developed a functional antibody response as compared to sera from patients that had 
been infected with highly invasive pneumococcal serotypes (1, 4, 7F, and 14; p = 
0.022). Twelve out of 20 cases (60%) developed an increased antibody response in 
this group. 

In a multivariate logistic regression model with functional responses collapsed to a 
dichotomous response variable (functional antibody response vs. non-functional 
antibody response), infection by a low invasive serotype (3, 19F, and 23F) was the 
only predictor significantly associated with a non-functional antibody response, 
adjusted for old age and disease severity (p = 0.015). Time of sera collection post-
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IPD was also determined as it might influence the quality or quantity of antibodies, 
but was not associated to the results in OPA. We determined total IgG or IgG2 in 
pre-/acute-IPD sera by ELISA. Values according to local clinical guidelines for 
measurement of deficiencies in IgG (6.7–15.5 g/L) and IgG2 (1.15–5.7 g/L) were 
used as reference. All titres were above the lower reference limits of Ig 
concentrations.  

 

Figure 3. In (A), 7 different pneumococcal serotypes were analyzed by OPA. The threshold for significant bacterial 
killing was defined as an OPA titer >1:8. Each line represents pre-IPD and post-IPD sera from one patient. A 
decreased response was defined by a decreasing curve, whereas an increasing curve and titers above the threshold 
indicates a functional antibody response. Undetectable titers or titers below the 1:8 titer threshold pre- and post IPD 
were nonresponsive. (B) Low-invasive serotypes (3, 19F, and 23F) were significantly associated with a nonfunctional 
antibody response (decreased or nonresponsive; Fisher’s exact test p = 0.022) compared to highly invasive serotypes 
(1, 4, 7F, and 14). Invasive potential was defined according to a study by Brueggemann et al. (2004). Black vertical 
lines represent 95% confidence interval. 
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Paper V 
More than a third of patients (35%) had a non-functional opsonic antibody response 
(characterized by a decreased convalescence serum OPA titre as compared to the 
acute-phase serum, or undetectable titres in both sera) 

Remaining individuals exhibited either an increased convalescent OPA titre or 
detectable, but unchanged, titres at both time points. Cases of IPD was significantly 
associated to a non-functional convalescent antibody response, (53%; p=0.019). 
Moreover, as in Paper IV a poor correlation was found between anti-capsular Ig 
concentration and OPA titres. 

During the acute-phase, undetectable OPA titres were significantly more common 
among patients younger than 65 years (68% vs. 39%; p=0.032). However, the 
lowest median age (61 years) was found in those with an increased convalescent 
OPA titre (p=0.028).  
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Discussion 

Serotype as a risk factor for septic shock in IPD 
IPD is one of the main causes behind childhood mortality. The serotypes most 
commonly involved are therefore the target of conjugated vaccines. There has been 
some debate on whether serotypes differ in their capacity to cause severe disease 
such as septic shock or death. Some studies suggest that host factors such as 
underlying disease and age are more important determinants than a particular 
serotype [190,191]. In contrast, certain serotypes are associated with more severe 
outcome and mortality even after adjustment for relevant host factors[192,193]. In 
Paper I we found evidence of serotype 3 as a risk factor for septic shock in IPD. The 
clinical outcome in IPD related to serotype is usually studied with case fatality rate 
as endpoint. However, this approach may be biased since serotypes with low case 
fatality rates infect younger and healthier patients and vice versa. Our hypothesis 
was that septic shock as a primary clinical outcome would give a more valid picture 
of the virulence since shock is a result of the immune response induced by the 
virulent microorganism in question. Due to the retrospective nature of this study 
incomplete data sets were occasionally found in the medical records of patients with 
less severe disease. The validity of data is difficult to assess in retrospect. Moreover, 
the number of isolates for each serotype was relatively low, and our results should 
be included in future meta-analysis or replicated in multicenter studies with more 
patients to determine whether some serotypes are more virulent and cause more 
severe clinical disease than others. Of interest, serotype 3 has been identified as a 
possible vaccine evader and the impact of PCV on serotype 3 caused IPD is 
questioned [169,194,195]. A possible route to control this microbe would be a 
protein or whole cell-based vaccine, that bypasses its highly virulent capsule.  

Serotype replacement after PCV introduction 
The serotype replacement observed in this study is in concordance with previous 
research [196]. The vacant niche left by eradicated vaccine type pneumococci is 
rapidly occupied by non-PCV10 serotypes such as 19A and 3. However, the 
increases are only relative as there was an overall reduction of S. pneumoniae in 
nasopharyngeal specimens. Cross-protection of capsule polysaccharides included in 
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the vaccine could have contributed to the overall reduction. Previous results from 
studies on PCV7 and PCV10, which both contain the serotype 6B capsule, have 
suggested significant cross-reactivity against serotype 6A, and subsequent 
protection from disease caused by this particular serotype, a finding supported by 
our results[197,198]. Pre-marketing studies suggested a 19F-19A cross 
protection[172]. No indication of such cross-reactive antibodies was found in our 
study. Instead, we found that the absolute and relative incidence of S. pneumoniae 
serotype19A increased during the observation period, and together with serotype 3 
comprised 18.8 % of all S. pneumoniae, 4 years after PCV introduction with PCV7 
and then PCV10. Both serotypes 3 and 19A are included in PCV13, which raised 
the question of possible benefits for this vaccine in the study population. A more 
recent Swedish study demonstrated no PCV10 or PCV13 effect on serotype 3 in 
Sweden, but decreasing incidences of 19A in areas that have used PCV13. However, 
differences in overall impact of IPD incidences were not statistically significant 
irrespective of vaccine used[170]. Serotype 11A increased significantly, which is in 
accordance with international studies, that have also suggested expansion of an 
antibiotic non-susceptible clone[37,199]. Increased prevalence of 15B has been 
found in several post-PCV studies and capsular switching from 19A because of 
selective PCV13 pressure was suggested as an explanation[200]. However, our 
study revealed 15B increase in a PCV10 setting, suggesting other mechanisms also 
involved[76]. A switch between serotype 15B and 15C capsule takes place 
frequently in some isolates, but in our study 15C was uncommon suggesting few 
such events[201]. The challenge that serotype replacement present may be 
overcome temporarily with higher valent vaccines.   

IPD induces a poor antibody response 
Our results indicate that natural immunization by IPD in a majority of cases fail to 
develop functional antibodies. Instead of the expected increase in antibody mediated 
pneumococcal killing, no change or even a hyporesponse (a decreased killing) in 
the convalescent sera compared to the pre- or acute sera was found. The poor 
correlation between IgG concentration in ELISA and pneumococcal killing in OPA 
suggests that other factors than capsule-specific IgG concentrations are of 
importance. Furthermore, the non-functional antibody response seems to be 
serotype dependent. Serotypes known to be more heavily encapsulated and low 
invasive were in our study associated to a non-functional antibody response. 
However, less encapsulated serotypes induced a poor immune response in some 
cases. Factors such as immunosenescence, individual variations in host immune 
system and previous exposure to the antigen could possibly influence the results. 

Based upon previous studies, a plausible theory, also put forward by Poolman et al., 
is that the massive exposure to antigen by heavily encapsulated bacteria in IPD 
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depletes the antibody pool and possibly induces apoptosis of serotype-specific B-
cells[76,163]. In vaccine trials, excessive concentrations of polysaccharide have 
been found to reduce the antibody response[164]. Another possible explanation is 
suggested by sepsis models in animals. The powerful immunological reaction 
observed in septic patients is followed by an immune suppressive state that might 
cause prolonged defects in humoral and cellular immunity, as demonstrated in 
mice[202,203].  

Prior carriage of S. pneumoniae in the nasopharynx, as well as prior bacteremia has 
been associated with a hyporesponse to PCV and PPV23, respectively[160,204]. 
Ekdahl and collaborators suggested that IgG deficiency caused the poor antibody 
response in patients with prior IPD when immunized with PPV23. We excluded IgG 
deficiency as the cause in our cases. It cannot be excluded, however, that a 
nonfunctional antibody response induced by IPD resolves over time. In a recent 
vaccine trial, the hyporesponse induced in toddlers by a combined schedule of PCV7 
and PPV23 was not sustained when the children were in preschool age[205]. 

In the present studies, serum concentrations of serotype specific IgG were 
determined, and a ratio between post and pre-IPD serum was calculated Patients 
with a functional antibody response had higher IgG titer ratios, which may indicate 
that an antibody increase is necessary for efficient pneumococcal killing. 
Nevertheless, a divergence in IgG ratios and results obtained by OPA was found in 
several cases. These findings are also supported by a Japanese study, where infants 
immunized with PCV7 demonstrated protective IgG titers post-IPD, but all 17 
patients had suboptimal responses in OPA. Low avidity of serotype-specific 
antibodies was suggested as the cause[206]. We tested the hypothesis that lower 
avidity of anti-capsular IgG antibodies post-IPD may contribute to the discrepancy 
in some patients that were nonresponsive in OPA in spite of a high IgG-ratio. We 
did not, however, find any changed avidity that could explain the discrepancies 
observed with high IgG ratios and a nonresponsive opsonophagocytosis (data not 
shown). Another possible explanation for diverging results between the serum tested 
in OPA and IgG ratios may be differences in levels of anti-pneumococcal 
polysacharide IgM levels. Park et al. found that low levels of IgM in older adults 
contributed to a poor opsonization of pneumococci [207].  

Our studies included only 40 and 56 patients respectively and only a few of known 
serotypes. To disentangle the relative importance of serotype and host factors for 
IPD antibody response, larger prospective investigations should be undertaken. 
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PCV effects on nasopharyngeal pathogens 
Previous studies on effects of PCV on other nasopharyngeal pathogens than S. 
pneumoniae have produced mixed results. Some studies have not shown any PCV-
dependent effect on H. influenzae and M. catarrhalis carriage [177,178,208,209], 
while other investigations have suggested a decreased carriage of M. catarrhalis 
[179] as well as higher colonization rates for H. influenzae [181,210,211]. H. 
influenzae has replaced S. pneumoniae as the most prevalent pathogen causing otitis 
media (OM) after introduction of pneumococcal conjugated vaccines (PCV) 
[104,106,182]. The change in rank could be in relative incidence and not in absolute 
numbers, and recent findings have suggested a decreased incidence of all three 
species in complicated OM [183]. Furthermore, S. pneumoniae and H. influenzae 
may be positively associated in colonization but negatively associated in URTIs 
[57]. Interestingly, Lysenko et al. reported that co-colonization with H. influenzae 
and S. pneumoniae in a murine mouse model resulted in a rapid clearance of the 
latter species after H. influenzae-dependent activation of phagocytosing neutrophils 
[58]. In contrast, S. pneumoniae has developed different strategies to clear H. 
influenzae, including the release of bactericidal hydrogen peroxide [32]. Since S. 
pneumoniae and H. influenzae were rarely found in specimens taken from the 
nasopharynx, our results together with available data suggest that there is an 
antagonistic relationship between S. pneumoniae and H. influenzae in URTI.  

Our results suggests a negative effect on M. catarrhalis carriage in URTI. We 
further suggest that PCV-serotypes are associated to M. catarrhalis co-cultures. 
PCV introduction might therefore explain the negative impact on M. catarrhalis. H. 
influenzae incidence was less affected, if at all, and no associations between specific 
pneumococcal serotypes was found. 

These findings are important in the evaluation of vaccine programmes. All three 
pathogens decreased in prevalence in absolute numbers. If our results are replicated 
the introduction of PCV can be expected to yield positive effects not only on IPD 
but on bacterial URTI in general. 



61 

Acknowledgements 

I would like to thank the following persons that in different ways have helped me to 
complete this thesis. 

Professor Kristian Riesbeck my supervisor. Thank you for your confidence in me 
and the many projects we have been involved in together. You are a source of 
inspiration, laughter and profound knowledge. I wish you and your family all the 
best.  

Associate prof. Fredrik Resman, my co-supervisor. Your contributions in 
statistics have been extremely valuable. But above all your scientific input, critique 
and ideas have made this thesis so much better. 

Dr. Jonas Ahl, my co-supervisor. Thank you for taking me under your wings. Your 
intense interest in infectious diseases is contagious. If it wasn’t for your belief in me 
from the beginning this thesis may not have happened. 

Marta Brant, my lab-supervisor. The most skilful lab-technician I have ever met. 
Having me in the lab must have been a little bit like trying to fit an elephant into a 
porcelain store. However, I appreciate your guidance and lenience. 

Shanice, a wonderful co-worker in the lab and an enthusiastic researcher. Always 
happy, helpful and so easy to talk to.  
Fabian Uddén,  I have had the pleasure of knowing you as a great talent in the lab. 
I hope you continue researching and look forward to seeing you in the clinic. 

Viktor Månsson, a talented researcher and great person that I had the pleasure of 
sharing an office with. 

Erik Simonsson, Thank you for your friendly counselling in the preparation for my 
dissertation.  

Emma Mattsson, Sharing the opposite lab-bench with me must have been trying at 
times. Thanks for your guidance.  

Lillemor Fredriksson, the BMA who introduced me to serotyping. A very kind and 
patient teacher, I hope you are enjoying your retirement. 

Professor Gunnel Svensäter and Bertil Kinnby at Tandvårdshögskolan. Thank 
you for introducing me to new and exciting methods of microbiology. 



62 

John Ektor-Andersen, a role model in clinical work, research and evidence based 
medicine.   

Professor Peter Nilsson, my mentor for this thesis. Thanks for moral support and 
for sharing the belief that another world is possible and necessary. 

Finally, my dear friends. Thank you Ante, Kalle, Lola, Kolle, Aske, Liz, Pelle, 
Bengt, Pär, Robban for putting up with me. I hope we will have more time together 
now.   

  



63 

References 

[1] Halldin J. Sjukdom hotade ständigt Ivar LO-Johanssons frihet. Lakartidningen 
2010. 

[2] Zimmerman RK. If pneumonia is the ‘old man’s friend’, should it be prevented by 
vaccination? An ethical analysis. Vaccine 2005. 
doi:10.1016/j.vaccine.2005.01.158. 

[3] Bryan CS. Fever, famine, and war: William Osler as an infectious diseases 
specialist. Clin. Infect. Dis., 1996. doi:10.1093/clinids/23.5.1139. 

[4] Austrian R. Pneumococcus: The first one hundred years. Rev Infect Dis 1981. 
doi:10.1093/clinids/3.2.183. 

[5] Neufeld F. Ueber die Agglutination der Pneumokokken und ??ber die Theorieen 
der Agglutination. Zeitschrift f??R Hyg Und Infekt 1902. 
doi:10.1007/BF02140530. 

[6] Heidelberger M, Avery OT. THE SOLUBLE SPECIFIC SUBSTANCE OF 
PNEUMOCOCCUS. J Exp Med 1923. doi:10.1084/jem.40.3.301. 

[7] MacLeod CM. PREVENTION OF PNEUMOCOCCAL PNEUMONIA BY 
IMMUNIZATION WITH SPECIFIC CAPSULAR POLYSACCHARIDES. J Exp 
Med 1945. doi:10.1084/jem.82.6.445. 

[8] Eichmann K, Krause RM. Fred Neufeld and pneumococcal serotypes: Foundations 
for the discovery of the transforming principle. Cell Mol Life Sci 2013;70:2225–
36. doi:10.1007/s00018-013-1351-z. 

[9] Zumla A. Mandell, Douglas, and Bennett’s principles and practice of infectious 
diseases. Lancet Infect Dis 2010. doi:10.1016/S1473-3099(10)70089-X. 

[10] Allegrucci M, Sauer K. Characterization of colony morphology variants isolated 
from Streptococcus pneumoniae biofilms. J Bacteriol 2007. doi:10.1128/JB.01369-
06. 

[11] Greenwood D, Barer MR. Microbiology and medicine. Med. Microbiol. 
Eighteenth Ed., 2012. doi:10.1016/B978-0-7020-4089-4.00016-0. 

[12] Calix JJ, Dagan R, Pelton SI, Porat N, Nahm MH. Differential occurrence of 
Streptococcus pneumoniae serotype 11E between asymptomatic carriage and 
invasive pneumococcal disease isolates reflects a unique model of pathogen 
microevolution. Clin Infect Dis 2012. doi:10.1093/cid/cir953. 

[13] Slotved HC, Kaltoft M, Skovsted IC, Kerrn MB, Espersen F. Simple, rapid latex 
agglutination test for serotyping of pneumococci (Pneumotest-Latex). J Clin 
Microbiol 2004. doi:10.1128/JCM.42.6.2518-2522.2004. 

[14] Brito DA, Ramirez M, De Lencastre H. Serotyping Streptococcus pneumoniae by 



64 

multiplex PCR. J Clin Microbiol 2003. doi:10.1128/JCM.41.6.2378-2384.2003. 
[15] Keller LE, Robinson DA, McDaniel LS.  Nonencapsulated Streptococcus 

pneumoniae : Emergence and Pathogenesis . MBio 2016. doi:10.1128/mbio.01792-
15. 

[16] Dunne EM, Ong EK, Moser RJ, Siba PM, Phuanukoonnon S, Greenhill AR, et al. 
Multilocus sequence typing of Streptococcus pneumoniae by use of mass 
spectrometry. J Clin Microbiol 2011. doi:10.1128/JCM.05113-11. 

[17] Rockett RJ, Oftadeh S, Bachmann NL, Timms VJ, Kong F, Gilbert GL, et al. 
Genome-wide analysis of Streptococcus pneumoniae serogroup 19 in the decade 
after the introduction of pneumococcal conjugate vaccines in Australia. Sci Rep 
2018. doi:10.1038/s41598-018-35270-1. 

[18] De Vos AF, Dessing MC, Lammers AJJ, De Porto APNA, Florquin S, De Boer 
OJ, et al. The polysaccharide capsule of streptococcus pneumonia partially 
impedes myd88- Mediated immunity during pneumonia in mice. PLoS One 2015. 
doi:10.1371/journal.pone.0118181. 

[19] Brueggemann AB, Peto TE a, Crook DW, Butler JC, Kristinsson KG, Spratt BG. 
Temporal and geographic stability of the serogroup-specific invasive disease 
potential of Streptococcus pneumoniae in children. J Infect Dis 2004;190:1203–11. 
doi:10.1086/423820. 

[20] Weinberger DM, Trzcinski K, Lu YJ, Bogaert D, Brandes A, Galagan J, et al. 
Pneumococcal capsular polysaccharide structure predicts serotype prevalence. 
PLoS Pathog 2009;5. doi:10.1371/journal.ppat.1000476. 

[21] Nelson AL, Roche AM, Gould JM, Chim K, Ratner AJ, Weiser JN. Capsule 
enhances pneumococcal colonization by limiting mucus-mediated clearance. Infect 
Immun 2007. doi:10.1128/IAI.01475-06. 

[22] Hammerschmidt S, Wolff S, Hocke A, Rosseau S, Müller E, Rohde M. Illustration 
of pneumococcal polysaccharide capsule during adherence and invasion of 
epithelial cells. Infect Immun 2005. doi:10.1128/IAI.73.8.4653-4667.2005. 

[23] Hirst RA, Kadioglu A, O’Callaghan C, Andrew PW. The role of pneumolysin in 
pneumococcal pneumonia and meningitis. Clin Exp Immunol 2004. 
doi:10.1111/j.1365-2249.2004.02611.x. 

[24] Proctor M, Manning PJ. Production of immunoglobulin A protease by 
Streptococcus pneumoniae from animals. Infect Immun 1990. 
doi:10.1128/iai.58.9.2733-2737.1990. 

[25] Janoff EN, Rubins JB, Fasching C, Charboneau D, Rahkola JT, Plaut AG, et al. 
Pneumococcal IgA1 protease subverts specific protection by human IgA1. Br Dent 
J 2014;217:249–56. doi:10.1038/mi.2013.41. 

[26] Mitchell AM, Mitchell TJ. Streptococcus pneumoniae: Virulence factors and 
variation. Clin Microbiol Infect 2010. doi:10.1111/j.1469-0691.2010.03183.x. 

[27] Gut H, King SJ, Walsh MA. Structural and functional studies of Streptococcus 
pneumoniae neuraminidase B: An intramolecular trans-sialidase. FEBS Lett 2008. 
doi:10.1016/j.febslet.2008.08.026. 

[28] Barocchi MA, Ries J, Zogaj X, Hemsley C, Albiger B, Kanth A, et al. A 
pneumococcal pilus influences virulence and host inflammatory responses. Proc 



65 

Natl Acad Sci 2006. doi:10.1073/pnas.0511017103. 
[29] Shaper M, Hollingshead SK, Benjamin WH, Briles DE. PspA protects 

Streptococcus pneumoniae from killing by apolactoferrin, and antibody to PspA 
enhances killing of pneumococci by apolactoferrin. Infect Immun 2004;72:5031–
40. doi:10.1128/IAI.72.9.5031-5040.2004. 

[30] Voss S, Hallström T, Saleh M, Burchhardt G, Pribyl T, Singh B, et al. The choline-
binding Protein PspC of Streptococcus pneumoniae interacts with the C-terminal 
heparin-binding domain of vitronectin. J Biol Chem 2013. 
doi:10.1074/jbc.M112.443507. 

[31] Rai P, Parrish M, Tay IJJ, Li N, Ackerman S, He F, et al. Streptococcus 
pneumoniae secretes hydrogen peroxide leading to DNA damage and apoptosis in 
lung cells . Proc Natl Acad Sci 2015. doi:10.1073/pnas.1424144112. 

[32] Pericone CD, Overweg K, Hermans PWM, Weiser JN. Inhibitory and bactericidal 
effects of hydrogen peroxide production by Streptococcus pneumoniae on other 
inhabitants of the upper respiratory tract. Infect Immun 2000. 
doi:10.1128/IAI.68.7.3990-3997.2000. 

[33] Ogunniyi AD, Mahdi LK, Jennings MP, McEwan AG, McDevitt CA, Van Der 
Hoek MB, et al. Central role of manganese in regulation of stress responses, 
physiology, and metabolism in Streptococcus pneumoniae. J Bacteriol 2010. 
doi:10.1128/JB.00064-10. 

[34] Blokesch M. Natural competence for transformation. Curr Biol 2016. 
doi:10.1016/j.cub.2016.08.058. 

[35] Croucher NJ, Harris SR, Fraser C, Quail MA, Burton J, Van Der Linden M, et al. 
Rapid pneumococcal evolution in response to clinical interventions. Science (80- ) 
2011. doi:10.1126/science.1198545. 

[36] Hiller NL, Ahmed A, Powell E, Martin DP, Eutsey R, Earl J, et al. Generation of 
genic diversity among Streptococcus pneumoniae strains via horizontal gene 
transfer during a chronic polyclonal pediatric infection. PLoS Pathog 2010. 
doi:10.1371/journal.ppat.1001108. 

[37] Shoji H, Vázquez-Sánchez DA, Gonzalez-Diaz A, Cubero M, Tubau F, Santos S, 
et al. Overview of pneumococcal serotypes and genotypes causing diseases in 
patients with chronic obstructive pulmonary disease in a Spanish hospital between 
2013 and 2016. Infect Drug Resist 2018. doi:10.2147/IDR.S165093. 

[38] Wang Z, Bafadhel M, Haldar K, Spivak A, Mayhew D, Miller BE, et al. Lung 
microbiome dynamics in COPD exacerbations. Eur Respir J 2016. 
doi:10.1183/13993003.01406-2015. 

[39] Slack MPE. A review of the role of Haemophilus influenzae in community-
acquired pneumonia. Pneumonia 2015. doi:10.15172/pneu.2015.6/520. 

[40] Vermee Q, Cohen R, Hays C, Varon E, Bonacorsi S, Bechet S, et al. Biofilm 
production by Haemophilus influenzae and Streptococcus pneumoniae isolated 
from the nasopharynx of children with acute otitis media. BMC Infect Dis 2019. 
doi:10.1186/s12879-018-3657-9. 

[41] Van Hoecke H, De Paepe AS, Lambert E, Van Belleghem JD, Cools P, Van 
Simaey L, et al. Haemophilus influenzae biofilm formation in chronic otitis media 



66 

with effusion. Eur Arch Oto-Rhino-Laryngology 2016. doi:10.1007/s00405-016-
3958-9. 

[42] Van Dyke MK, Pirçon J-Y, Cohen R, Madhi SA, Rosenblüt A, Macias Parra M, et 
al. Etiology of Acute Otitis Media in Children Less Than 5 Years of Age. Pediatr 
Infect Dis J 2017. doi:10.1097/inf.0000000000001420. 

[43] Resman F, Ristovski M, Forsgren A, Kaijser B, Kronvall G, Medstrand P, et al. 
Increase of β-lactam-resistant invasive Haemophilus influenzae in Sweden, 1997 
to 2010. Antimicrob Agents Chemother 2012. doi:10.1128/AAC.00415-12. 

[44] Teo SM, Mok D, Pham K, Kusel M, Serralha M, Troy N, et al. The infant 
nasopharyngeal microbiome impacts severity of lower respiratory infection and 
risk of asthma development. Cell Host Microbe 2015. 
doi:10.1016/j.chom.2015.03.008. 

[45] Blakeway L V., Tan A, Peak IRA, Seib KL. Virulence determinants of moraxella 
catarrhalis: Distribution and considerations for vaccine development. Microbiol 
(United Kingdom) 2017. doi:10.1099/mic.0.000523. 

[46] Paulsen F, Waschke J. Sobotta, Atlas Anatomi Manusia Jilid 2 : Organ-Organ 
Dalam. 2010. 

[47] Tannock GW. The normal microflora: an introduction. Med. Importance Norm. 
Microflora, 1999. doi:10.1007/978-1-4757-3021-0_1. 

[48] Weight CM, Venturini C, Pojar S, Jochems SP, Reiné J, Nikolaou E, et al. 
Microinvasion by Streptococcus pneumoniae induces epithelial innate immunity 
during colonisation at the human mucosal surface. Nat Commun 2019. 
doi:10.1038/s41467-019-11005-2. 

[49] Bogaert D, Keijser B, Huse S, Rossen J, Veenhoven R, van Gils E, et al. 
Variability and diversity of nasopharyngeal microbiota in children: A 
metagenomic analysis. PLoS One 2011. doi:10.1371/journal.pone.0017035. 

[50] Richards L, Ferreira DM, Miyaji EN, Andrew PW, Kadioglu A. The immunising 
effect of pneumococcal nasopharyngeal colonisation; protection against future 
colonisation and fatal invasive disease. Immunobiology 2010. 
doi:10.1016/j.imbio.2009.12.004. 

[51] Chonmaitree T, Jennings K, Golovko G, Khanipov K, Pimenova M, Patel JA, et al. 
Nasopharyngeal microbiota in infants and changes during viral upper respiratory 
tract infection and acute otitis media. PLoS One 2017. 
doi:10.1371/journal.pone.0180630. 

[52] de Steenhuijsen Piters WAA, Sanders EAM, Bogaert D. The role of the local 
microbial ecosystem in respiratory health and disease. Philos Trans R Soc B Biol 
Sci 2015. doi:10.1098/rstb.2014.0294. 

[53] Domenech M, García E, Moscoso M. Biofilm formation in Streptococcus 
pneumoniae. Microb Biotechnol 2012;5:455–65. doi:10.1111/j.1751-
7915.2011.00294.x. 

[54] Dunne EM, Smith-Vaughan HC, Robins-Browne RM, Mulholland EK, Satzke C. 
Nasopharyngeal microbial interactions in the era of pneumococcal conjugate 
vaccination. Vaccine 2013;31:2333–42. doi:10.1016/j.vaccine.2013.03.024. 

[55] Tikhomirova A, Kidd SP. Haemophilus influenzae and Streptococcus pneumoniae: 



67 

Living together in a biofilm. Pathog Dis 2013;69:114–26. doi:10.1111/2049-
632X.12073. 

[56] Xu Q, Casey JR, Chang A, Pichichero ME. When co-colonizing the nasopharynx 
haemophilus influenzae predominates over streptococcus pneumoniae except 
serotype 19A strains to cause acute otitis media. Pediatr Infect Dis J 2012;31:638–
40. doi:10.1097/INF.0b013e31824ba6f7. 

[57] Pettigrew MM, Gent JF, Revai K, Patel JA, Chonmaitree T. Microbial interactions 
during upper respiratory tract infections. Emerg Infect Dis 2008. 
doi:10.3201/eid1410.080119. 

[58] Lysenko ES, Ratner AJ, Nelson AL, Weiser JN. The role of innate immune 
responses in the outcome of interspecies competition for colonization of mucosal 
surfaces. PLoS Pathog 2005. doi:10.1371/journal.ppat.0010001. 

[59] Schaar V, Nordström T, Mörgelin M, Riesbeck K. Moraxella catarrhalis outer 
membrane vesicles carry β-lactamase and promote survival of Streptococcus 
pneumoniae and Haemophilus influenzae by inactivating amoxicillin. Antimicrob 
Agents Chemother 2011;55:3845–53. doi:10.1128/AAC.01772-10. 

[60] Perez AC, Pang B, King LB, Tan L, Murrah KA, Reimche JL, et al. Residence of 
Streptococcus pneumoniae and Moraxella catarrhalis within polymicrobial biofilm 
promotes antibiotic resistance and bacterial persistence in vivo. Pathog Dis 
2014;70:280–8. doi:10.1111/2049-632X.12129. 

[61] Morens DM, Taubenberger JK, Fauci AS. Predominant Role of Bacterial 
Pneumonia as a Cause of Death in Pandemic Influenza: Implications for Pandemic 
Influenza Preparedness. J Infect Dis 2008. doi:10.1086/591708. 

[62] Wang XY, Kilgore PE, Lim KA, Wang SM, Lee J, Deng W, et al. Influenza and 
bacterial pathogen coinfections in the 20th century. Interdiscip Perspect Infect Dis 
2011. doi:10.1155/2011/146376. 

[63] MacIntyre CR, Chughtai AA, Barnes M, Ridda I, Seale H, Toms R, et al. The role 
of pneumonia and secondary bacterial infection in fatal and serious outcomes of 
pandemic influenza a(H1N1)pdm09. BMC Infect Dis 2018. doi:10.1186/s12879-
018-3548-0. 

[64] Gill JR, Sheng ZM, Ely SF, Guinee DG, Beasley MB, Suh J, et al. Pulmonary 
pathologic findings of fatal 2009 Pandemic influenza A/H1N1 viral infections. 
Arch Pathol Lab Med 2010. doi:10.1043/1543-2165-134.2.235. 

[65] Karppinen S, Terasjarvi J, Auranen K, Schuez-Havupalo L, Siira L, He Q, et al. 
Acquisition and transmission of streptococcus pneumoniae are facilitated during 
rhinovirus infection in families with children. Am J Respir Crit Care Med 2017. 
doi:10.1164/rccm.201702-0357OC. 

[66] Smith CM, Sandrini S, Datta S, Freestone P, Shafeeq S, Radhakrishnan P, et al. 
Respiratory syncytial virus increases the virulence of streptococcus pneumoniae by 
binding to penicillin binding protein 1a a new paradigm in respiratory infection. 
Am J Respir Crit Care Med 2014. doi:10.1164/rccm.201311-2110OC. 

[67] McCullers JA. Insights into the interaction between influenza virus and 
pneumococcus. Clin Microbiol Rev 2006;19:571–82. doi:10.1128/CMR.00058-05. 

[68] Taherali F, Varum F, Basit AW. A slippery slope: On the origin, role and 



68 

physiology of mucus. Adv Drug Deliv Rev 2017. doi:10.1016/j.addr.2017.10.014. 
[69] Ganz T. Defensins: Antimicrobial peptides of innate immunity. Nat Rev Immunol 

2003. doi:10.1038/nri1180. 
[70] Kopf M, Schneider C, Nobs SP. The development and function of lung-resident 

macrophages and dendritic cells. Nat Immunol 2015. doi:10.1038/ni.3052. 
[71] Kindt T, Goldsby R, Osborne B, Kuby J. Kuby immunology. J Exp Med 2007. 

doi:10.1017/CBO9781107415324.004. 
[72] Nicod LP. Lung defences: An overview. Eur Respir Rev 2005. 

doi:10.1183/09059180.05.00009501. 
[73] Brinkmann V, Reichard U, Goosmann C, Fauler B, Uhlemann Y, Weiss DS, et al. 

Neutrophil Extracellular Traps Kill Bacteria. Science (80- ) 2004. 
doi:10.1126/science.1092385. 

[74] Brown JS, Hussell T, Gilliland SM, Holden DW, Paton JC, Ehrenstein MR, et al. 
The classical pathway is the dominant complement pathway required for innate 
immunity to Streptococcus pneumoniae infection in mice. Proc Natl Acad Sci U S 
A 2002. doi:10.1073/pnas.012669199. 

[75] Eddie WK, Kazue I, Ezekowitz TRA, Stuart LM, Ip WKE, Takahashi K, et al. 
Mannose-binding lectin and innate immunity. Immunol Rev 2009. doi:IMR789 
[pii]\r10.1111/j.1600-065X.2009.00789.x. 

[76] Poolman J, Borrow R. Hyporesponsiveness and its clinical implications after 
vaccination with polysaccharide or glycoconjugate vaccines. Expert Rev Vaccines 
2011;10:307–22. doi:10.1586/erv.11.8. 

[77] Clutterbuck EA, Lazarus R, Yu LM, Bowman J, Bateman EAL, Diggle L, et al. 
Pneumococcal conjugate and plain polysaccharide vaccines have divergent effects 
on antigen-specific B cells. J Infect Dis 2012;205:1408–16. 
doi:10.1093/infdis/jis212. 

[78] Janeway C. immunobiology, 5th ed. 2012. doi:10.1007/978-1-62703-589-7_1. 
[79] Kang S, Keener AB, Jones SZ, Benschop RJ, Caro-Maldonado A, Rathmell JC, et 

al. IgG-Immune Complexes Promote B Cell Memory by Inducing BAFF. J 
Immunol 2016. doi:10.4049/jimmunol.1402527. 

[80] Woof JM, Ken MA. The function of immunoglobulin A in immunity. J Pathol 
2006. doi:10.1002/path.1877. 

[81] Fukuyama Y, King JD, Kataoka K, Kobayashi R, Gilbert RS, Oishi K, et al. 
Secretory-IgA Antibodies Play an Important Role in the Immunity to 
Streptococcus pneumoniae. J Immunol 2010. doi:10.4049/jimmunol.1000831. 

[82] Vidarsson G, Dekkers G, Rispens T. IgG subclasses and allotypes: From structure 
to effector functions. Front Immunol 2014. doi:10.3389/fimmu.2014.00520. 

[83] Hjelholt A, Christiansen G, Sørensen US, Birkelund S. IgG subclass profiles in 
normal human sera of antibodies specific to five kinds of microbial antigens. 
Pathog Dis 2013. doi:10.1111/2049-632X.12034. 

[84] Barrett DJ, Ayoub EM. IgG2 subclass restriction of antibody to pneumococcal 
polysaccharides. Clin Exp Immunol 1986. 

[85] Mitsi E, Roche AM, Reiné J, Zangari T, Owugha JT, Pennington SH, et al. 



69 

Agglutination by anti-capsular polysaccharide antibody is associated with 
protection against experimental human pneumococcal carriage. Mucosal Immunol 
2017. doi:10.1038/mi.2016.71. 

[86] Ramos-Sevillano E, Ercoli G, Brown JS. Mechanisms of naturally acquired 
immunity to streptococcus pneumoniae. Front Immunol 2019. 
doi:10.3389/fimmu.2019.00358. 

[87] Prevaes SMPJ, van Wamel WJB, de Vogel CP, Veenhoven RH, van Gils EJM, van 
Belkum A, et al. Nasopharyngeal colonization elicits antibody responses to 
staphylococcal and pneumococcal proteins that are not associated with a reduced 
risk of subsequent carriage. Infect Immun 2012. doi:10.1128/IAI.00037-12. 

[88] Goldblatt D, Hussain M, Andrews N, Ashton L, Virta C, Melegaro A, et al.  
Antibody Responses to Nasopharyngeal Carriage of Streptococcus pneumoniae in 
Adults: A Longitudinal Household Study . J Infect Dis 2005. doi:10.1086/431524. 

[89] Van De Garde MDB, Van Westen E, Poelen MCM, Rots NY, Van Els CACM. 
Prediction and validation of immunogenic domains of pneumococcal proteins 
recognized by human CD4 T cells. Infect Immun 2019. doi:10.1128/IAI.00098-19. 

[90] Wilson R, Cohen JM, Reglinski M, Jose RJ, Chan WY, Marshall H, et al. 
Naturally Acquired Human Immunity to Pneumococcus Is Dependent on Antibody 
to Protein Antigens. PLoS Pathog 2017. doi:10.1371/journal.ppat.1006137. 

[91] WHO. Pneumonia. Fact Sheet 2019. 
[92] Drijkoningen JJC, Rohde GGU. Pneumococcal infection in adults: Burden of 

disease. Clin Microbiol Infect 2014;20:45–51. doi:10.1111/1469-0691.12461. 
[93] Marshall DC, Goodson RJ, Xu Y, Komorowski M, Shalhoub J, Maruthappu M, et 

al. Trends in mortality from pneumonia in the Europe union: A temporal analysis 
of the European detailed mortality database between 2001 and 2014. Respir Res 
2018. doi:10.1186/s12931-018-0781-4. 

[94] Holter JC, Müller F, Bjørang O, Samdal HH, Marthinsen JB, Jenum PA, et al. 
Etiology of community-acquired pneumonia and diagnostic yields of 
microbiological methods: A 3-year prospective study in Norway. BMC Infect Dis 
2015. doi:10.1186/s12879-015-0803-5. 

[95] Elemraid MA, Sails AD, Eltringham GJA, Perry JD, Rushton SP, Spencer DA, et 
al. Aetiology of paediatric pneumonia after the introduction of pneumococcal 
conjugate vaccine. Eur Respir J 2013. doi:10.1183/09031936.00199112. 

[96] Biocyclopedia. Streptococcus pneumoniae, other Gram-positive cocci & alpha-
haemolytic streptococci n.d. www.biocyclopedia.com. 

[97] Bone RC, Balk RA, Cerra FB, Dellinger RP, Fein AM, Knaus WA, et al. 
Definitions for sepsis and organ failure and guidelines for the use of innovative 
therapies in sepsis. Chest, vol. 101, 1992, p. 1644–55. 
doi:10.1378/chest.101.6.1644. 

[98] Levy MM, Fink MP, Marshall JC, Abraham E, Angus D, Cook D, et al. 2001 
SCCM/ESICM/ACCP/ATS/SIS International Sepsis Definitions Conference. 
Intensive Care Med., vol. 29, 2003, p. 530–8. doi:10.1007/s00134-003-1662-x. 

[99] Mayr FB, Yende S, Angus DC. Epidemiology of severe sepsis. Virulence 
2014;5:4–11. doi:10.4161/viru.27372. 



70 

[100] Ahl J, Littorin N, Forsgren A, Odenholt I, Resman F, Riesbeck K. High incidence 
of septic shock caused by Streptococcus pneumoniae serotype 3--a retrospective 
epidemiological study. BMC Infect Dis 2013;13:492. doi:10.1186/1471-2334-13-
492. 

[101] Oordt-Speets AM, Bolijn R, Van Hoorn RC, Bhavsar A, Kyaw MH. Global 
etiology of bacterial meningitis: A systematic review and meta-analysis. PLoS One 
2018. doi:10.1371/journal.pone.0198772. 

[102] Edmond K, Clark A, Korczak VS, Sanderson C, Griffiths UK, Rudan I. Global and 
regional risk of disabling sequelae from bacterial meningitis: A systematic review 
and meta-analysis. Lancet Infect Dis 2010. doi:10.1016/S1473-3099(10)70048-7. 

[103] Klein JO. Otitis media. Clin Infect Dis 1994;19:823–33. 
doi:10.1093/clinids/19.5.823. 

[104] Kaur R, Morris M, Pichichero ME. Epidemiology of Acute Otitis Media in the 
Postpneumococcal Conjugate Vaccine Era. Pediatrics 2017;140:e20170181. 
doi:10.1542/peds.2017-0181. 

[105] Cherpillod J. Acute otitis media in children. Int J Gen Med 2011;4:421–3. 
doi:10.2147/IJGM.S10309. 

[106] Casey JR, Pichichero ME. Changes in Frequency and Pathogens Causing Acute 
Otitis Media in 1995–2003. Pediatr Infect Dis J 2004;23:824–8. 
doi:10.1097/01.inf.0000136871.51792.19. 

[107] Broides A, Dagan R, Greenberg D, Givon-Lavi N, Leibovitz E. Acute otitis media 
caused by Moraxella catarrhalis: epidemiologic and clinical characteristics. Clin 
Infect Dis 2009;49:1641–7. doi:10.1086/647933. 

[108] Tyrstrup M, Beckman A, Mölstad S, Engström S, Lannering C, Melander E, et al. 
Reduction in antibiotic prescribing for respiratory tract infections in Swedish 
primary care- a retrospective study of electronic patient records. BMC Infect Dis 
2016;16. doi:10.1186/s12879-016-2018-9. 

[109] Feikin DR, Klugman KP. Historical Changes in Pneumococcal Serogroup 
Distribution: Implications for the Era of Pneumococcal Conjugate Vaccines. Clin 
Infect Dis 2002;35:547–55. doi:10.1086/341896. 

[110] Song JY, Nahm MH, Moseley MA. Clinical implications of pneumococcal 
serotypes: Invasive disease potential, clinical presentations, and antibiotic 
resistance. J Korean Med Sci 2013. doi:10.3346/jkms.2013.28.1.4. 

[111] Sjostrom K, Spindler C, Ortqvist A, Kalin M, Sandgren A, Kuhlmann-Berenzon S, 
et al. Clonal and Capsular Types Decide Whether Pneumococci Will Act as a 
Primary or Opportunistic Pathogen. Clin Infect Dis 2006. doi:10.1086/499242. 

[112] Dagan R, Gradstein S, Belmaker I, Porat N, Siton Y, Weber G, et al. An outbreak 
of Streptococcus pneumoniae serotype 1 in a closed community in southern Israel. 
Clin Infect Dis 2000;30:319–21. doi:10.1086/313645. 

[113] Cohen C, Naidoo N, Meiring S, de Gouveia L, von Mollendorf C, Walaza S, et al. 
Streptococcus pneumoniae Serotypes and Mortality in Adults and Adolescents in 
South Africa: Analysis of National Surveillance Data, 2003 - 2008. PLoS One 
2015;10:e0140185. doi:10.1371/journal.pone.0140185. 

[114] Martens P, Worm SW, Lundgren B, Konradsen HB, Benfield T. Serotype-specific 



71 

mortality from invasive Streptococcus pneumoniae disease revisited. BMC Infect 
Dis 2004;4. doi:10.1186/1471-2334-4-21. 

[115] Weinberger DM, Harboe ZB, Sanders EAM, Ndiritu M, Klugman KP, Rückinger 
S, et al. Association of Serotype with Risk of Death Due to Pneumococcal 
Pneumonia: A Meta‐Analysis. Clin Infect Dis 2010;51:692–9. 
doi:10.1086/655828. 

[116] Garcia-Vidal C, Ardanuy C, Tubau F, Viasus D, Dorca J, Liñares J, et al. 
Pneumococcal pneumonia presenting with septic shock: Host- and pathogen-
related factors and outcomes. Thorax 2010;65:77–81. 
doi:10.1136/thx.2009.123612. 

[117] Briles DE, Crain MJ, Gray BM, Forman C, Yother J. Strong association between 
capsular type and virulence for mice among human isolates of Streptococcus 
pneumoniae. Infect Immun 1992. 

[118] Andrews NJ, Waight PA, Burbidge P, Pearce E, Roalfe L, Zancolli M, et al. 
Serotype-specific effectiveness and correlates of protection for the 13-valent 
pneumococcal conjugate vaccine: a postlicensure indirect cohort study. Lancet 
Infect Dis 2014. doi:10.1016/S1473-3099(14)70822-9. 

[119] Moore MR, Link-Gelles R, Schaffner W, Lynfield R, Lexau C, Bennett NM, et al. 
Effect of use of 13-valent pneumococcal conjugate vaccine in children on invasive 
pneumococcal disease in children and adults in the USA: Analysis of multisite, 
population-based surveillance. Lancet Infect Dis 2015. doi:10.1016/S1473-
3099(14)71081-3. 

[120] Kaplan SL, Barson WJ, Lin PL, Romero JR, Bradley JS, Tan TQ, et al. Early 
trends for invasive pneumococcal infections in children after the introduction of 
the 13-valent pneumococcal conjugate vaccine. Pediatr Infect Dis J 2013. 
doi:10.1097/INF.0b013e318275614b. 

[121] Choi EH, Zhang F, Lu Y-J, Malley R. Capsular Polysaccharide (CPS) Release by 
Serotype 3 Pneumococcal Strains Reduces the Protective Effect of Anti-Type 3 
CPS Antibodies. Clin Vaccine Immunol 2016. doi:10.1128/cvi.00591-15. 

[122] Wonodi CB, Deloria-Knoll M, Feikin DR, DeLuca AN, Driscoll AJ, Moïsi JC, et 
al. Evaluation of risk factors for severe pneumonia in children: the Pneumonia 
Etiology Research for Child Health study. Clin Infect Dis 2012. 
doi:10.1093/cid/cir1067. 

[123] Mahalanabis D, Gupta S, Paul D, Gupta A, Lahiri M, Khaled MA. Risk factors for 
pneumonia in infants and young children and the role of solid fuel for cooking: A 
case-control study. Epidemiol Infect 2002. doi:10.1017/S0950268802006817. 

[124] Fonseca Lima EJ da, Mello MJG, Albuquerque M de FPM de, Lopes MIL, Serra 
GHC, Lima DEP, et al. Risk factors for community-acquired pneumonia in 
children under five years of age in the post-pneumococcal conjugate vaccine era in 
Brazil: A case control study. BMC Pediatr 2016. doi:10.1186/s12887-016-0695-6. 

[125] Torén K, Qvarfordt I, Bergdahl IA, Järvholm B. Increased mortality from 
infectious pneumonia after occupational exposure to inorganic dust, metal fumes 
and chemicals. Thorax 2011. doi:10.1136/thoraxjnl-2011-200707. 

[126] Torén K, Blanc PD, Naidoo RN, Murgia N, Qvarfordt I, Aspevall O, et al. 



72 

Occupational Exposure to Dust and to Fumes, Work As a Welder and Invasive 
Pneumococcal Disease Risk. SSRN Electron J 2020. doi:10.2139/ssrn.3439587. 

[127] Jones N, Huebner R, Khoosal M, Crewe-Brown H, Klugman K. The impact of 
HIV on Streptococcus pneumoniae bacteraemia in a South African population. 
AIDS 1998. 

[128] Torres A, Peetermans WE, Viegi G, Blasi F. Risk factors for community-acquired 
pneumonia in adults in Europe: A literature review. Thorax 2013;68:1057–65. 
doi:10.1136/thoraxjnl-2013-204282. 

[129] Baskaran V, Murray RL, Hunter A, Lim WS, McKeever TM. Effect of tobacco 
smoking on the risk of developing community acquired pneumonia: A systematic 
review and meta-analysis. PLoS One 2019. doi:10.1371/journal.pone.0220204. 

[130] Shak JR, Vidal JE, Klugman KP. Influence of bacterial interactions on 
pneumococcal colonization of the nasopharynx. Trends Microbiol 2013;21:129–
35. doi:10.1016/j.tim.2012.11.005. 

[131] Adegbola RA, DeAntonio R, Hill PC, Roca A, Usuf E, Hoet B, et al. Carriage of 
Streptococcus pneumoniae and other respiratory bacterial pathogens in low and 
lower-middle income countries: A systematic review and meta-analysis. PLoS One 
2014. doi:10.1371/journal.pone.0103293. 

[132] Donkor ES. Understanding the pneumococcus: transmission and evolution. Front 
Cell Infect Microbiol 2013. doi:10.3389/fcimb.2013.00007. 

[133] Weiser JN, Ferreira DM, Paton JC. Streptococcus pneumoniae: Transmission, 
colonization and invasion. Nat Rev Microbiol 2018. doi:10.1038/s41579-018-
0001-8. 

[134] de Lencastre H, Tomasz A. From ecological reservoir to disease: The 
nasopharynx, day-care centres and drug-resistant clones of Streptococcus 
pneumoniae. J Antimicrob Chemother 2002. doi:10.1093/jac/dkf511. 

[135] Kwetkat A, Pfister W, Pansow D, Pletz MW, Sieber CC, Hoyer H. Naso- and 
oropharyngeal bacterial carriage in nursing home residents: Impact of 
multimorbidity and functional impairment. PLoS One 2018. 
doi:10.1371/journal.pone.0190716. 

[136] Jomrich N, Kellner S, Djukic M, Eiffert H, Nau R. Absence of Streptococcus 
pneumoniae in pharyngeal swabs of geriatric inpatients. Infect Dis (Auckl) 2015. 
doi:10.3109/00365548.2015.1007476. 

[137] Mosser JF, Grant LR, Millar E V., Weatherholtz RC, Jackson DM, Beall B, et al. 
Nasopharyngeal carriage and transmission of Streptococcus pneumoniae in 
American Indian households after a decade of pneumococcal conjugate vaccine 
use. PLoS One 2014. doi:10.1371/journal.pone.0079578. 

[138] Walter ND, Taylor TH, Dowell SF, Mathis S, Moore MR. Holiday Spikes in 
Pneumococcal Disease among Older Adults. N Engl J Med 2009;361:2584–5. 
doi:10.1056/NEJMc0904844. 

[139] Fireman P. Otitis media and eustachian tube dysfunction: connection to allergic 
rhinitis. J Allergy Clin Immunol 1997;99:S787–97. 
doi:10.2500/108854197778984428. 

[140] Pettigrew MM, Gent JF, Pyles RB, Miller AL, Nokso-Koivisto J, Chonmaitree T. 



73 

Viral-bacterial interactions and risk of acute otitis media complicating upper 
respiratory tract infection. J Clin Microbiol 2011;49:3750–5. 
doi:10.1128/JCM.01186-11. 

[141] Revai K, Mamidi D, Chonmaitree T. Association of nasopharyngeal bacterial 
colonization during upper respiratory tract infection and the development of acute 
otitis media. Clin Infect Dis 2008;46:e34-7. doi:10.1086/525856. 

[142] Heikkinen T, Chonmaitree T. Importance of respiratory viruses in acute otitis 
media. Clin Microbiol Rev 2003;16:230–41. doi:10.1128/CMR.16.2.230-
241.2003. 

[143] Goldman L, Schafer AI. Goldman’s Cecil Medicine: Twenty Fourth Edition. vol. 
1–2. 2012. doi:10.1016/C2009-0-42832-0. 

[144] Brown J, Hammerschmidt S. Streptococcus Pneumoniae: Molecular Mechanisms 
of Host-Pathogen Interactions. 1st editio. Academic Press; 2015. 

[145] Koedel U, Scheld WM, Pfister HW. Pathogenesis and pathophysiology of 
pneumococcal meningitis. Lancet Infect Dis 2002;2:721–36. doi:10.1016/S1473-
3099(02)00450-4. 

[146] Cundell DR, Weiser JN, Shen J, Young A, Tuomanen EI. Relationship between 
colonial morphology and adherence of Streptococcus pneumoniae. Infect Immun 
1995;63:757–61. 

[147] Attali C, Frolet C, Durmort C, Offant J, Vernet T, Di Guilmi AM. Streptococcus 
pneumoniae choline-binding protein E interaction with plasminogen/plasmin 
stimulates migration across the extracellular matrix. Infect Immun 2008;76:466–
76. doi:10.1128/IAI.01261-07. 

[148] Kohler TP, Scholz A, Kiachludis D, Hammerschmidt S. Induction of Central Host 
Signaling Kinases during Pneumococcal Infection of Human THP-1 Cells. Front 
Cell Infect Microbiol 2016;6. doi:10.3389/fcimb.2016.00048. 

[149] Zahlten J, Steinicke R, Bertrams W, Hocke AC, Scharf S, Schmeck B, et al. TLR9- 
and Sr.c-dependent expression of Krueppel-like factor 4 controls interleukin-10 
expression in pneumonia. Eur Respir J 2013. doi:10.1183/09031936.00196311. 

[150] AUSTRIAM R, GOLD J. PNEUMOCOCCAL BACTEREMIA WITH ESPECIAL 
REFERENCE TO BACTEREMIC PNEUMOCOCCAL PNEUMONIA. Ann 
Intern Med 1964. doi:10.7326/0003-4819-60-5-759. 

[151] Hansman D, Glasgow H, Sturt J, Devitt L, Douglas R. Increased Resistance to 
Penicillin of Pneumococci Isolated from Man. N Engl J Med 1971. 
doi:10.1056/NEJM197101282840403. 

[152] Cherazard R, Epstein M, Doan TL, Salim T, Bharti S, Smith MA. Antimicrobial 
Resistant Streptococcus pneumoniae: Prevalence, Mechanisms, and Clinical 
Implications. Am J Ther 2017. doi:10.1097/MJT.0000000000000551. 

[153] ECDC. Antimicrobial resistance surveillance in Europe 2017. Annual Report of 
the European Antimicrobial Resistance Surveillance Network (EARS-Net). 2017. 
doi:10.2900/39777. 

[154] Falkenhorst G, Remschmidt C, Harder T, Hummers-Pradier E, Wichmann O, 
Bogdan C. Effectiveness of the 23-valent pneumococcal polysaccharide vaccine 
(ppv23) against pneumococcal disease in the elderly: Systematic review and meta-



74 

analysis. PLoS One 2017. doi:10.1371/journal.pone.0169368. 
[155] Folkhälsomyndigheten. No Title. Rekomm Om Pneumokockvaccination till 

Riskgrupper 2018. 
[156] Folkhälsoinstitutet. Pneumokockvaccination som särskilt vaccinationsprogram. 

2016. 
[157] Black S, Shinefield H, Fireman B, Lewis E, Ray P, Hansen JR, et al. Efficacy, 

safety and immunogenicity of heptavalent pneumococcal conjugate vaccine in 
children. Northern California Kaiser Permanente Vaccine Study Center Group. 
Pediatr Infect Dis J 2000. doi:10.1097/00006454-200003000-00003. 

[158] Loo JD, Conklin L, Fleming-Dutra KE, Knoll MD, Park DE, Kirk J, et al. 
Systematic review of the effect of pneumococcal conjugate vaccine dosing 
schedules on prevention of pneumonia. Pediatr Infect Dis J 2014. 
doi:10.1097/INF.0000000000000082. 

[159] Miller E, Andrews NJ, Waight PA, Slack MPE, George RC. Herd immunity and 
serotype replacement 4 years after seven-valent pneumococcal conjugate 
vaccination in England and Wales: An observational cohort study. Lancet Infect 
Dis 2011. doi:10.1016/S1473-3099(11)70090-1. 

[160] Dagan R, Givon‐Lavi N, Greenberg D, Fritzell B, Siegrist C. Nasopharyngeal 
Carriage of Streptococcus pneumoniae Shortly before Vaccination with a 
Pneumococcal Conjugate Vaccine Causes Serotype‐Specific Hyporesponsiveness 
in Early Infancy. J Infect Dis 2010;201:1570–9. doi:10.1086/652006. 

[161] Väkeväinen M, Soininen A, Lucero M, Nohynek H, Auranen K, Mäkelä PH, et al. 
Serotype-specific hyporesponsiveness to pneumococcal conjugate vaccine in 
infants carrying pneumococcus at the time of vaccination. J Pediatr 2010;157. 
doi:10.1016/j.jpeds.2010.04.071. 

[162] Rodenburg GD, Van Gils EJM, Veenhoven RH, Bogaert D, Van Den Dobbelsteen 
GPJM, Berbers GAM, et al. Lower immunoglobulin G antibody responses to 
pneumococcal conjugate vaccination at the age of 2 years after previous 
nasopharyngeal carriage of streptococcus pneumoniae. J Pediatr 2011;159. 
doi:10.1016/j.jpeds.2011.06.011. 

[163] Brynjolfsson SF, Henneken M, Bjarnarson SP, Mori E, Del Giudice G, Jonsdottir 
I. Hyporesponsiveness following booster immunization with bacterial 
polysaccharides is caused by apoptosis of memory B cells. J Infect Dis 
2012;205:422–30. doi:10.1093/infdis/jir750. 

[164] Dagan R, Poolman J, Siegrist CA. Glycoconjugate vaccines and immune 
interference: A review. Vaccine 2010. doi:10.1016/j.vaccine.2010.06.026. 

[165] Yucesoy B, Talzhanov Y, Johnson VJ, Wilson NW, Biagini RE, Wang W, et al. 
Genetic variants within the MHC region are associated with immune 
responsiveness to childhood vaccinations. Vaccine 2013. 
doi:10.1016/j.vaccine.2013.09.026. 

[166] Musher DM, Groover JE, Watson DA, Pandey JP, Rodriguez-Barradas MC, 
Baughn RE, et al. Genetic regulation of the capacity to make immunoglobulin G to 
pneumococcal capsular polysaccharides. J Investig Med 1997;45:57–68. 

[167] Simonsen L, Taylor RJ, Young-Xu Y, Haber M, May L, Klugman KP. Impact of 



75 

pneumococcal conjugate vaccination of infants on pneumonia and influenza 
hospitalization and mortality in all age groups in the United States. MBio 2011. 
doi:10.1128/mBio.00309-10. 

[168] Hanquet G, Krizova P, Valentiner-Branth P, Ladhani SN, Nuorti JP, Lepoutre A, 
et al. Effect of childhood pneumococcal conjugate vaccination on invasive disease 
in older adults of 10 European countries: Implications for adult vaccination. 
Thorax 2019. doi:10.1136/thoraxjnl-2018-211767. 

[169] Galanis I, Lindstrand A, Darenberg J, Browall S, Nannapaneni P, Sjöström K, et 
al. Effects of PCV7 and PCV13 on invasive pneumococcal disease and carriage in 
Stockholm, Sweden. Eur Respir J 2016. doi:10.1183/13993003.01451-2015. 

[170] Naucler P, Galanis I, Morfeldt E, Darenberg J, Örtqvist Å, Henriques-Normark B. 
Comparison of the Impact of Pneumococcal Conjugate Vaccine 10 or 
Pneumococcal Conjugate Vaccine 13 on Invasive Pneumococcal Disease in 
Equivalent Populations. Clin Infect Dis 2017. doi:10.1093/cid/cix685. 

[171] Izurieta P, Bahety P, Adegbola R, Clarke C, Hoet B. Public health impact of 
pneumococcal conjugate vaccine infant immunization programs: assessment of 
invasive pneumococcal disease burden and serotype distribution. Expert Rev 
Vaccines 2018. doi:10.1080/14760584.2018.1413354. 

[172] Hausdorff WP, Hoet B, Schuerman L. Do pneumococcal conjugate vaccines 
provide any cross-protection against serotype 19A? BMC Pediatr 2010. 
doi:10.1186/1471-2431-10-4. 

[173] Ardanuy C, Marimón JM, Calatayud L, Giménez M, Alonso M, Grau I, et al. 
Epidemiology of invasive pneumococcal disease in older people in Spain (2007-
2009): Implications for future vaccination strategies. PLoS One 2012. 
doi:10.1371/journal.pone.0043619. 

[174] Steens A, Bergsaker MAR, Aaberge IS, Rønning K, Vestrheim DF. Prompt effect 
of replacing the 7-valent pneumococcal conjugate vaccine with the 13-valent 
vaccine on the epidemiology of invasive pneumococcal disease in Norway. 
Vaccine 2013. doi:10.1016/j.vaccine.2013.10.032. 

[175] Camilli R, Daprai L, Cavrini F, Lombardo D, D’Ambrosio F, Del Grosso M, et al. 
Pneumococcal Carriage in Young Children One Year after Introduction of the 13-
Valent Conjugate Vaccine in Italy. PLoS One 2013. 
doi:10.1371/journal.pone.0076309. 

[176] Madhi SA, Adrian P, Kuwanda L, Cutland C, Albrich WC, Klugman KP. Long‐
Term Effect of Pneumococcal Conjugate Vaccine on Nasopharyngeal Colonization 
by Streptococcus pneumoniae —and Associated Interactions with Staphylococcus 
aureus and Haemophilus influenzae Colonization—in HIV‐Infected and HIV‐
Unin. J Infect Dis 2007. doi:10.1086/522164. 

[177] Dunne EM, Manning J, Russell FM, Robins-Browne RM, Mulholland EK, Satzke 
C. Effect of pneumococcal vaccination on nasopharyngeal carriage of 
Streptococcus pneumoniae, Haemophilus influenzae, Moraxella catarrhalis, and 
Staphylococcus aureus in Fijian children. J Clin Microbiol 2012. 
doi:10.1128/JCM.06589-11. 

[178] Martin JM, Hoberman A, Shaikh N, Shope T, onika Bhatnagar S, Block SL, et al. 



76 

Changes Over Time in Nasopharyngeal Colonization in Children Under 2 Years of 
Age at the Time of Diagnosis of Acute Otitis Media (1999–2014). Open Forum 
Infect Dis 2018. doi:10.1093/ofid/ofy036. 

[179] van Gils EJM, Veenhoven RH, Rodenburg GD, Hak E, Sanders EAM. Effect of 7-
valent pneumococcal conjugate vaccine on nasopharyngeal carriage with 
Haemophilus influenzae and Moraxella catarrhalis in a randomized controlled trial. 
Vaccine 2011. doi:10.1016/j.vaccine.2011.08.049. 

[180] Spijkerman J, Prevaes SMPJ, van Gils EJM, Veenhoven RH, Bruin JP, Bogaert D, 
et al. Long-term effects of pneumococcal conjugate vaccine on nasopharyngeal 
carriage of S. pneumoniae, S. aureus, H. influenzae and M. catarrhalis. PLoS One 
2012. doi:10.1371/journal.pone.0039730. 

[181] Olwagen CP, Adrian P V., Nunes MC, Madhi SA. Evaluation of the association of 
pneumococcal conjugate vaccine immunization and density of nasopharyngeal 
bacterial colonization using a multiplex quantitative polymerase chain reaction 
assay. Vaccine 2018. doi:10.1016/j.vaccine.2018.04.068. 

[182] Jokinen J, Palmu AA, Kilpi T. Acute otitis media replacement and recurrence in 
the finnish otitis media vaccine trial. Clin Infect Dis 2012;55:1673–6. 
doi:10.1093/cid/cis799. 

[183] Ben-Shimol S, Givon-Lavi N, Leibovitz E, Raiz S, Greenberg D, Dagan R. Impact 
of Widespread Introduction of Pneumococcal Conjugate Vaccines on 
Pneumococcal and Nonpneumococcal Otitis Media. Clin Infect Dis 2016;63:611–
8. doi:10.1093/cid/ciw347. 

[184] Jauneikaite E, Tocheva AS, Jefferies JMC, Gladstone RA, Faust SN, 
Christodoulides M, et al. Current methods for capsular typing of Streptococcus 
pneumoniae. J Microbiol Methods 2015. doi:10.1016/j.mimet.2015.03.006. 

[185] Kronenberg A, Zucs P, Droz S, Mühlemann K. Distribution and invasiveness of 
Streptococcus pneumoniae serotypes in Switzerland, a country with low antibiotic 
selection pressure, from 2001 to 2004. J Clin Microbiol 2006. 
doi:10.1128/JCM.00275-06. 

[186] Zemlickova H, Jakubu V, Urbaskova P, Motlova J, Musilek M, Adamkova V. 
Serotype-specific invasive disease potential of Streptococcus pneumoniae in Czech 
children. J Med Microbiol 2010;59:1079–83. doi:10.1099/jmm.0.018390-0. 

[187] Vincent JL, Jones G, David S, Olariu E, Cadwell KK. Frequency and mortality of 
septic shock in Europe and North America: A systematic review and meta-
analysis. Crit Care 2019. doi:10.1186/s13054-019-2478-6. 

[188] Athlin S, Kaltoft M, Slotved HC, Herrmann B, Holmberg H, Konradsen HB, et al. 
Association between serotype-specific antibody response and serotype 
characteristics in patients with pneumococcal pneumonia, with special reference to 
degree of encapsulation and invasive potential. Clin Vaccine Immunol 
2014;21:1541–9. doi:10.1128/CVI.00259-14. 

[189] Slotved HC, Guttmann C, Pedersen CD, Jacobsen JN, Krogfelt KA. Evaluation of 
the specificity of pneumococcal polysaccharide enzyme-linked immunosorbent 
assay and the effect of serum adsorption based on standard pneumococcal 
serogroup- or serotype-specific rabbit antisera. Clin Vaccine Immunol 



77 

2009;16:1279–84. doi:10.1128/CVI.00143-09. 
[190] Alanee SRJ, McGee L, Jackson D, Chiou CC, Feldman C, Morris AJ, et al. 

Association of Serotypes of Streptococcus pneumoniae with Disease Severity and 
Outcome in Adults: An International Study. Clin Infect Dis 2007. 
doi:10.1086/518538. 

[191] Berg S, Trollfors B, Persson E, Backhaus E, Larsson P, Ek E, et al. Serotypes of 
Streptococcus pneumoniae isolated from blood and cerebrospinal fluid related to 
vaccine serotypes and to clinical characteristics. Scand J Infect Dis 2006. 
doi:10.1080/00365540500532852. 

[192] Danis K, Varon E, Lepoutre A, Janssen C, Forestier E, Epaulard O, et al. Factors 
associated with severe nonmeningitis invasive pneumococcal disease in adults in 
France. Open Forum Infect Dis 2019. doi:10.1093/ofid/ofz510. 

[193] Weinberger DM, Harboe ZB, Sanders EAM, Ndiritu M, Klugman KP, Rückinger 
S, et al. Association of Serotype with Risk of Death Due to Pneumococcal 
Pneumonia: A Meta‐Analysis. Clin Infect Dis 2010. doi:10.1086/655828. 

[194] Ladhani SN, Collins S, Djennad A, Sheppard CL, Borrow R, Fry NK, et al. Rapid 
increase in non-vaccine serotypes causing invasive pneumococcal disease in 
England and Wales, 2000–17: a prospective national observational cohort study. 
Lancet Infect Dis 2018. doi:10.1016/S1473-3099(18)30052-5. 

[195] Slotved HC, Dalby T, Harboe ZB, Valentiner-Branth P, de Casadevante VF, 
Espenhain L, et al. The incidence of invasive pneumococcal serotype 3 disease in 
the Danish population is not reduced by PCV-13 vaccination. Heliyon 2016. 
doi:10.1016/j.heliyon.2016.e00198. 

[196] Weinbergera M D, Malley R, Lipsitch M. Serotype replacement in disease 
following pneumococcal vaccination: A discussion of the evidence. Lancet 2012. 
doi:10.1016/S0140-6736(10)62225-8.Serotype. 

[197] Prymula R, Peeters P, Chrobok V, Kriz P, Novakova E, Kaliskova E, et al. 
Pneumococcal capsular polysaccharides conjugated to protein D for prevention of 
acute otitis media caused by both Streptococcus pneumoniae and non-typable 
Haemophilus influenzae: A randomised double-blind efficacy study. Lancet 2006. 
doi:10.1016/S0140-6736(06)68304-9. 

[198] Ben-Shimol S, Greenberg D, Givon-Lavi N, Elias N, Glikman D, Rubinstein U, et 
al. Rapid reduction in invasive pneumococcal disease after introduction of PCV7 
into the National Immunization Plan in Israel. Vaccine 2012. 
doi:10.1016/j.vaccine.2012.08.012. 

[199] Baek JY, Kim SH, Kang CI, Chung DR, Peck KR, Ko KS, et al. Prevalence of 
antimicrobial resistant Streptococcus pneumoniae serotype 11A isolates in Korea, 
during 2004-2013, due to the increase of multidrug-resistant clone, CC166. Infect 
Genet Evol 2016. doi:10.1016/j.meegid.2015.12.018. 

[200] Makarewicz O, Lucas M, Brandt C, Herrmann L, Albersmeier A, Rückert C, et al. 
Whole genome sequencing of 39 invasive Streptococcus pneumoniae sequence 
type 199 isolates revealed switches from serotype 19A to 15B. PLoS One 2017. 
doi:10.1371/journal.pone.0169370. 

[201] Su LH, Kuo AJ, Chia JH, Li HC, Wu TL, Feng Y, et al. Evolving pneumococcal 



78 

serotypes and sequence types in relation to high antibiotic stress and conditional 
pneumococcal immunization. Sci Rep 2015. doi:10.1038/srep15843. 

[202] Mohr A, Polz J, Martin EM, Grießl S, Kammler A, Pötschke C, et al. Sepsis leads 
to a reduced antigen-specific primary antibody response. Eur J Immunol 2012. 
doi:10.1002/eji.201141692. 

[203] Jensen IJ, Sjaastad F V, Griffith TS, Badovinac VP. Sepsis-Induced T Cell 
Immunoparalysis: The Ins and Outs of Impaired T Cell Immunity. J Immunol 
2018. doi:10.4049/jimmunol.1701618. 

[204] Ekdahl K, Braconier JH, Svanborg C. Impaired antibody response to 
pneumococcal capsular polysaccharides and phosphorylcholine in adult patients 
with a history of bacteremic pneumococcal infection. Clin Infect Dis 1997;25:654–
60. 

[205] Licciardi P V., Toh ZQ, Clutterbuck EA, Balloch A, Marimla RA, Tikkanen L, et 
al. No long-term evidence of hyporesponsiveness after use of pneumococcal 
conjugate vaccine in children previously immunized with pneumococcal 
polysaccharide vaccine. J Allergy Clin Immunol 2016. 
doi:10.1016/j.jaci.2015.12.1303. 

[206] Oishi T, Ishiwada N, Matsubara K, Nishi J, Chang B, Tamura K, et al. Low 
opsonic activity to the infecting serotype in pediatric patients with invasive 
pneumococcal disease. Vaccine 2013;31:845–9. 
doi:10.1016/j.vaccine.2012.11.010. 

[207] Park S, Nahm MH. Older adults have a low capacity to opsonize pneumococci due 
to low igm antibody response to pneumococcal vaccinations. Infect Immun 2011. 
doi:10.1128/IAI.00768-10. 

[208] Madhi SA, Adrian P, Kuwanda L, Cutland C, Albrich WC, Klugman KP.  Long‐
Term Effect of Pneumococcal Conjugate Vaccine on Nasopharyngeal Colonization 
by Streptococcus pneumoniae —and Associated Interactions with Staphylococcus 
aureus and Haemophilus influenzae Colonization—in HIV‐Infected and HIV‐
Uninfected Children . J Infect Dis 2008. doi:10.1086/522164. 

[209] Sveinsdóttir H, Björnsdóttir JB, Erlendsdóttir H, Hjálmarsdóttir M, Hrafnkelsson 
B, Haraldsson Á, et al. The effect of the 10-valent pneumococcal nontypeable 
haemophilus influenzae protein D conjugate vaccine on H. Influenzae in healthy 
carriers and middle ear infections in Iceland. J Clin Microbiol 2019. 
doi:10.1128/JCM.00116-19. 

[210] Boelsen LK, Dunne EM, Lamb KE, Bright K, Cheung YB, Tikoduadua L, et al. 
Long-term impact of pneumococcal polysaccharide vaccination on nasopharyngeal 
carriage in children previously vaccinated with various pneumococcal conjugate 
vaccine regimes. Vaccine 2015. doi:10.1016/j.vaccine.2015.07.059. 

[211] Cleary D, Devine V, Morris D, Osman K, Gladstone R, Bentley S, et al. 
Pneumococcal vaccine impacts on the population genomics of non-typeable 
Haemophilus influenzae. Microb Genomics 2018. doi:10.1099/mgen.0.000209. 

 
 





N
ILS LIT

TO
R

IN 
 

Streptococcus pneum
oniae infections before and after the introduction of a conjugated pneum

ococcal vaccine 
 2020:74

Department of Translational Medicine

Lund University, Faculty of Medicine 
Doctoral Dissertation Series 2020:74

ISBN 978-91-7619-936-7
ISSN 1652-8220

Streptococcus pneumoniae infections 
before and after the introduction of 
a conjugated pneumococcal vaccine
NILS LITTORIN 

DEPARTMENT OF TRANSLATIONAL MEDICINE | LUND UNIVERSITY

Streptococcus pneumoniae has caused immense 
suffering and death throughout history of man. 
Research on the bacteria has led to some of the 
most astonishing scientific discoveries of modern 
medicine. In spite of effective treatments and 
vaccines, S.pneumoniae is still one of our biggest 
microbiological enemies. In this dissertation the 
effects of pneumococcal conjugated vaccines 
in Skåne is evaluated and new findings on the 
virulence of the bacteria is presented.

9
7
8
9
1
7
6

1
9
9
3
6
7


	Tom sida
	Nils hela avh G5 nr4.pdf
	Paper I.pdf
	Abstract
	Background
	Methods
	Results
	Conclusions

	Background
	Methods
	Identification of patients
	Culture conditions and serotyping
	Patient and disease characteristics
	Statistical analyses
	Ethical approval

	Results
	Invasive pneumococcal disease in south Sweden is dominated by serotypes 3, 4, 7F, 9V and 14
	Pneumococcal serotype 3 causes more often septic shock compared to serotype 14
	Patients infected with serotypes related to a high invasive potential are younger and have fewer co-morbidities

	Discussion
	Conclusions
	Competing interest
	Authors’ contribution
	Acknowledgement
	References

	Tom sida
	Paper II.pdf
	Abstract
	Background
	Methods
	Results
	Conclusions

	Background
	Methods
	Setting
	Data collection
	Study population
	Microbiology
	Assessment of clinical diagnosis
	Data analysis

	Results
	A declining burden of pneumococcal disease
	Serotype replacement of pneumococci

	Discussion
	Conclusions
	Abbreviations
	Acknowledgements
	Funding
	Availability of data and materials
	Authors’ contributions
	Competing interests
	Consent to publish
	Ethics approval and consent to participate
	Author details
	References

	Tom sida
	Tom sida
	Paper IV.pdf
	Serotypes With Low Invasive Potential Are Associated With an Impaired Antibody Response in Invasive Pneumococcal Disease
	Introduction
	Results
	Three Different Types of Responses Are Observed in Opsonophagocytosis
	IPD With a Low-Invasive Serotype Is Associated With a Nonfunctional Response
	Serotype Specific IgG Correlates to an Efficient Phagocytic Killing

	Discussion
	Conclusion
	Materials and Methods
	Patient Sera
	Pneumococcal Serotyping
	Enzyme-Linked Immunosorbent Assay (ELISA) for Determination of Capsular Antigen IgG
	Opsonophagocytic Assay (OPA)
	ELISA for Determination of Total IgG and IgG2
	Statistical Analyses

	Data Availabilty Statement
	Ethics Statement
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References


	Paper V.pdf
	RESULTS
	A nonfunctional opsonic antibody response is observed in approximately one-third of patients after CAP. 
	Bacteremia is associated with a nonfunctional convalescent-phase opsonic antibody response. 
	No correlation is detected between OPA titers and anticapsular Ig concentrations. 

	DISCUSSION
	MATERIALS AND METHODS
	Study population. 
	OPA. 
	Screening for total IgG or IgG2 deficiencies and determination of antipneumococcal Ig. 
	qPCR for pneumococcal DNA in plasma. 
	Statistical analyses. 
	Ethical approval and consent to participate. 
	Data availability. 

	SUPPLEMENTAL MATERIAL
	ACKNOWLEDGMENTS
	REFERENCES





